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LOCUS       Taz                    39138 bp    DNA     linear   UNC 16-JAN-2017 
DEFINITION  Flox Allele sequence       
FEATURES             Location/Qualifiers 
     gene            1..	2263 
                     /gene=ENSMUSG00000008682.13 
                     /locus_tag="Rpl10" 
                     /note="ribosomal protein L10 [Source:MGI 
                     Symbol;Acc:MGI:105943]" 
     gene            complement(2345..	10864) 
                     /gene=ENSMUSG00000019088 
                     /locus_tag="Dnase1l1" 
                     /note="deoxyribonuclease 1-like 1 [Source:MGI 
                     Symbol;Acc:MGI:109628]" 
     gene            11825..19347 
                     /gene=ENSMUSG00000009995 
                     /locus_tag="Taz" 
                     /note="tafazzin [Source:MGI Symbol;Acc:MGI:109626]" 
     mRNA            join(11825..12244,12400..12528,12776..12821,13060..13145, 
                     17215..17295,17374..17415,17647..17709,17858..17910, 
                     18301..18378,18495..19347) 
                     /gene="ENSMUSG00000009995" 
                     /note="transcript_id=ENSMUST00000069722.12" 
     CDS             join(12136..12244,12400..12528,12776..12821,13060..13145, 
                     17215..17295,17374..17415,17647..17709,17858..17910, 
                     18301..18378,18495..18596) 
                     /gene="ENSMUSG00000009995" 
                     /protein_id="ENSMUSP00000065270.6" 
                     /note="transcript_id=ENSMUST00000069722.12" 
                     /db_xref="CCDS:CCDS30224" 
                     /db_xref="RefSeq_peptide:NP_852657" 
                     /db_xref="RefSeq_mRNA:NM_181516" 
                     /db_xref="Vega_transcript:OTTMUST00000042866" 
                     /db_xref="Uniprot/SPTREMBL:Q91WF0" 
                     /db_xref="UCSC:uc009tog.3" 
                     /db_xref="EMBL:AK075615" 
                     /db_xref="EMBL:AL807376" 
                     /db_xref="EMBL:AY231459" 
                     /db_xref="EMBL:BC015305" 
                     /db_xref="EMBL:CH466650" 
                     /db_xref="MGI_trans_name:Taz-001" 
                     /db_xref="Vega_translation:229954" 
                     /db_xref="Vega_translation:OTTMUSP00000019253" 
                     /db_xref="protein_id:AAH15305" 
                     /db_xref="protein_id:AAO84333" 
                     /db_xref="OTTP:OTTMUSP00000019253" 
                     /db_xref="OTTT:OTTMUST00000042866" 
                     /translation="MPLHVKWPFPAVPRLTWTLASSVVMGLVGTYSCFWTKYMNHLTV 
                     HNKEVLYELIENRGPATPLITVSNHQSCMDDPHLWGILKLRHIWNLKLMRWTPAAADI 



                     CFTKELHSHFFSLGKCVPVCRGDGVYQKGMDFILEKLNHGDWVHIFPEGKVNMSSEFL 
                     RFKWGIGRLIAECHLNPIILPLWHVGMNDVLPNSPPYFPRFGQKITVLIGKPFSTLPV 
                     LERLRAENKSAVEMRKALTDFIQEEFQRLKMQAEQLHNHFQPGR" 
     exon            11825..	12244 
                     /note="Taz Exon 1" 
                     /rank="1" 
                     /note="ENSEMBL:ENSMUSE00000954374" 
     exon            12400..	12528 
                     /note="Taz Exon 2" 
                     /rank="2" 
                     /note="ENSEMBL:ENSMUSE00001311204" 
     exon            12776..	12821 
                     /note="Taz Exon 3" 
                     /rank="3" 
                     /note="ENSEMBL:ENSMUSE00001279507" 
     misc_feature    12980..	16525 
                     /note="5 prime arm" 
     exon            13060..	13145 
                     /note="Taz Exon 4" 
                     /rank="4" 
                     /note="ENSEMBL:ENSMUSE00001224516" 
     misc_feature    16526..	16559 
                     /note="Frt site" 
     misc_feature    16560..	16593 
                     /note="loxP site" 
     exon            17215..	17295 
                     /note="Taz Exon 5" 
                     /rank="5" 
                     /note="ENSEMBL:ENSMUSE00001232637" 
     exon            17374..	17415 
                     /note="Taz Exon 6" 
                     /rank="6" 
                     /note="ENSEMBL:ENSMUSE00001301218" 
     exon            17647..	17709 
                     /note="Taz Exon 7" 
                     /rank="7" 
                     /note="ENSEMBL:ENSMUSE00001253772" 
     exon            17858..	17910 
                     /note="Taz Exon 8" 
                     /rank="8" 
                     /note="ENSEMBL:ENSMUSE00000209157" 
     exon            18301..	18378 
                     /note="Taz Exon 9" 
                     /rank="9" 
                     /note="ENSEMBL:ENSMUSE00001287702" 
     exon            18495..	19347 
                     /note="Taz Exon 10" 
                     /rank="10" 
                     /note="ENSEMBL:	ENSMUSE00000841805" 
     misc_feature    19358..	19391 
                     /note="F3 site" 
     misc_feature    19392..	19425 
                     /note="loxP site" 
     misc_feature    19426..	23233 
                     /note="3 prime arm" 
     gene            26361..	33985 
                     /gene=ENSMUSG00000019087 
                     /locus_tag="Atp6ap1" 
                     /note="ATPase, H+ transporting, lysosomal accessory 
                     protein 1 [Source:MGI Symbol;Acc:MGI:109629]" 
     gene            34262..	39138 



                     /gene=ENSMUSG00000015291 
                     /locus_tag="Gdi1" 
                     /note="guanosine diphosphate (GDP) dissociation inhibitor 
                     1 [Source:MGI Symbol;Acc:MGI:99846]" 
ORIGIN 
       1  CGGTGAGTGA GTTCGGTCAC GGTTTTTTAC GATGGTCTCG TAATTTTTCT TTGGGATTTT 
      61  TTTTACACTT ATTCTGTGTC TGTATTCTTT GACTGTTTCA TTACAGCCAC CGACGATCCT 
     121  ATTGTCATCA TGGGCCGCCG CCCCGCCCGG TGGTGAGTGC TGAACCCATG CAATCTTCCT 
     181  ACTGTGAAAA CTGAGGGAAA AATGCATTTC TTTCGAAAGA CTTTTTTTTT ATGGGTGGAC 
     241  TCTCTGCCAC TTAGAGACCC TGAAGTAAAG ACTGACTTCG GGTTTTCTTT AATACTTTAC 
     301  TGGGACCTTT ATTTTGAGGC TGTGGGTGGC GTTACCCAAT ACTAAAGCGC TTGGGTAGAA 
     361  CTAGCATGTC CGTGTGCATC CAATCCTCTG CGTCGCAAAT GAGCCTTTTT ACAACGCCTA 
     421  CCAGGCCTTC TTGGTCACTT TTGCGTCCGT CTTTTATTTC CGGCCTTGAG CTTTGTGGTT 
     481  TTTAACAGGA CACCAAGGGC TGACCAGTCC GTAGGCGCCG CCTAAACGCG TGTCCTGAAG 
     541  AGGACGCCAT ATTCTCTTAA CGTGGCTAAG GCGGGTCTTC TGTCACATGC TAGGAAAATT 
     601  GTGATATCTC ACCCAACTCT GGTTAGAGGG TGATGCTAGT GCATGATTCT TTTTCTGTTT 
     661  TATAATTTGT GTAATTGTTT AACAACAAGT TGCCTTAGAA TCAGTTACCC TGAATGGAAA 
     721  CTGGATTCAG AGCTGGTTTA GTCCTGTTGT CACCATTAAT CACACCTGAG TTTCCTTCCT 
     781  TCTATAGTTA CCGGTATTGT AAGAACAAGC CATACCCAAA GTCTCGTTTC TGCCGTGGTG 
     841  TCCCTGGTAA GTAGTGACAA ACTTCGAACT GGATCGGTGT TTGTCTATTC CCCACTTCTC 
     901  GAGAACTTTA AACCACGTGT TTTTCAGATG CTAAGATCCG AATCTTTGAT TTGGGACGGA 
     961  AGAAAGCAAA AGTTGATGAA TTCCCACTTT GTGGCCATAT GGTGTCAGAT GAATATGAGC 
    1021  AACTCTCTTC TGAAGGTGAG ACAGCTCCCA TTTGTTAATT GGCTCTTTTT TTTTTTTTTT 
    1081  TTGGTTTTTC GAGACGGTTT CTCTGTAGCC TTGGCTGTCC TGGAACTCAC TTTGTAGACC 
    1141  AGGCTGGCCT CAAACTCAGA AATCCACCTC CCAAGTGCTG GGATTAAAGG CATGGACCAC 
    1201  CATGCCCGGT GTGTTAATTG GCATTTCTTG TGTACTTGTG GATTATATAT TATAATTTAT 
    1261  TCAATGTCCT GACACCCTGT TTCACTGCTG TTATTTCCCC ATTCAGCACT GGAGGCTGCC 
    1321  CGTATTTGTG CCAACAAATA CATGGTAAAG AGTTGTGGCA AGGATGGCTT TCATATCCGA 
    1381  GTGAGGCTCC ACCCTTTCCA TGTCATCCGT ATCAACAAGA TGTTGTCCTG TGCTGGGGCT 
    1441  GACAGGTAAG CTGGTGTTTT ATTTGGTTTT GAGACAGGGT TTCTCTGTAT CCCTGGCTGT 
    1501  CCGGGAACTT AATGTACACC AGGCATATCT GAGATCTGCC TGCCTCTGCC TCCCAAGTGA 
    1561  TTAAAAACCA CCACTGTCCA GCAGTATTTT TAGGGATTTC TTTGATTTTT TGTGCAGCTA 
    1621  ATTAAGCCGA CCAAGTCCCC TTTTCCCATG GGGACTTTGG TGTGCAATGG TTGCAAACAG 
    1681  CAGCCTCCTT GGTAGTGTAT GTAGCCTATT ATCTATATGG GCTGCCTCAA GGGACCTTGG 
    1741  AGACAATTTT CTGGCAGTTG GTAATCAGGC CTCTGATCAC AATGTTGTCC CTGATCTAGG 
    1801  CTCCAGACAG GGATGCGTGG TGCCTTTGGG AAGCCCCAGG GCACAGTGGC CAGGGTTCAC 
    1861  ATTGGCCAGG TCATCATGTC CATCCGAACC AAGTTGCAGA ACAAGGAACA TGTGATTGAG 
    1921  GCTCTGCGAA GAGCCAAGTT CAAGTTCCCT GGCCGCCAGA AGGTAGGTAG TGGTATTTAA 
    1981  GTTCTTCTGT TTTCTTGCTC TGGTCCTCCT TGCTGAGTTT GTTATTTTCT ATTTCCTTCT 
    2041  AGATCCACAT CTCAAAGAAG TGGGGCTTCA CCAAGTTTAA TGCAGATGAA TTTGAAGACA 
    2101  TGGTTGCTGA GAAGCGGCTC ATTCCTGATG GCTGTGGTGT CAAATATATC CCCAATCGTG 
    2161  GTCCTCTGGA CAAGTGGAGA GCCCTGCATT CCTGAAGGCT TCAATAGTTC TCCTATACCC 
    2221  TACCAAATCG TTCAATAATA AAATCTCGCA TCAAGTTCGC TTATGTTTTT GTTTCTGATT 
    2281  CTTAAATACC ATGAGGTTTT AAATTTGGTC AATTGGGACA GCTTATTGAA TTAAGCATAC 
    2341  ATGCAAAAGG TTAAAATGAT TTTATTGAAT ATTTTAAACC TGACAACACT GGCAGAGCCA 
    2401  TGTAGTATAG TGCATGGAGA AGCAAGATTA CTTAGACCTA AGGTTTTTCC AGTATGAGCT 
    2461  CATTTGTATC AGTTGCAGAA ATCTTAGGTA TGATCTGAGC CCATTTCTAC TGGAGCTTTG 
    2521  TTCCTAACTA CCTCAGGTGA AGTCCTGTCT ACCCAACAGG ATTCAAGCCC AAGGCACTTG 
    2581  TTGCTGAGTT ATACTCCCAG CCCTAGCTTT CTCAGAATAG CAAGCAGCTA TTTAAAAAAG 
    2641  CTGTCATTGA CTTTCACATC TGAGACTACC AGTGCCCTGG TCAAGTCAAT GGCTATCTAG 
    2701  TCCAGCTGAG ATGGCAGGAG TGACAGCAGT AGAGCGGCTA AGTAGTGGGG TGGGATACTC 
    2761  AGTGGAGTGG CCTGGCTCAG TTCCACTTCT ACAGGATAAT GGTCACTGAT GCGGAGAGCC 
    2821  TGAGGAGAGA ACAAAATGAA GTGTCAGTAT CTGGCTCACC TCCACAATTC TGCCCTCAGC 
    2881  CATTTTGCCC ACCCAGCTTC TCTACCTCTT CCTCAGTCAG CTGAAACCTC TTGGGAAAGT 
    2941  CAAAGGTAGC TGCAGCCTTC AGCAGCATTT GGCAGCCCTG TCCATGCACC ACAATTCGGT 
    3001  CATAGGTACA GTTAGTACTG GCCCGCACTG TAGTATCCTC CCCATCAGGA ATCACCCAGT 
    3061  GGAAGCCTGC CTTAGTCCGG AGTAGCAGGC TTTTCAGACG TTTTTTTGTC AGCGATGCAC 
    3121  AGTCTGCATT GAAGTCTCCA AGCAGAATCA CATTCTAGAG ACGACAGAAG CCACTGCGTC 
    3181  TTGCTAAAAG GCATTTGCAC CATCCCCTCT GCCATGGAAT CTATCACCCC TACCTCATTC 
    3241  TGCCAGCGCT GGTAGACATC CAGAAACACA TCATAGAGGG CATTCAGCTC CTTCTCAACA 
    3301  TCCTTGGGAG TGGTGTGGAG AGGAACCAGC ACCACACTTG GAAGAGCTGC AAGGTCCAGG 



    3361  AAGCTGAGGC TGCCACAGCT GCCAGGCCTT CTACATAACC ACCTCTGCTT CCCCCAGAAA 
    3421  CCAACCCACA GGAAAACCAG CCACATCCCC CTCCTATTTC CTTGTACCAG GCCCAGATTT 
    3481  TTTTACCCCT CTTACTTTTG CTAGGGAGAG TGAAATGGGC CACAAATGGT TCTCGGGCAA 
    3541  AAATATCATC TGTGTCGTTG TATTGGTAGA AATTTAGGAC CTGTGTCTTG TCAGACCTGG 
    3601  GAAGACCAAG AGGTAGGAAG TAGTGGCCCC ACATCTTATA TAAAAAGAGT AGAGTTAGTG 
    3661  CTCAAAGAGG AAGATGCCTG GCTCCTTGTT CTGCCACTCT CATGGGGGTA CAGCCATTTT 
    3721  TTTCTAGAAC TTAGGGTTTT TTCTTATTCC TTCTATTTTT TTTTAAAAGA AAAGTTCTAT 
    3781  TATGTAGCCC TGTCTGTCTG TCTTGGATCT CTCTCTCTCT CTCTCTCTCT CTCTCTCTCT 
    3841  CTCTCTCTCT TTCTCTCTCT CTCTCTCTCA TCTCTGATAG GGTTTCTTTT TGTGTACCCC 
    3901  TGGCTGTCCT GGAACTTGCT CTGTAAACTA TGCTGACTTC AAACTCACAG AGATCCATCT 
    3961  GTCTCTGCCT CTGAGTGCTG GGATTAAAGG CATGGGATAC CACTCCTGGC TTGGAGTTTT 
    4021  TCATTTATCA CTGGGGATAA ATTTGCACTT TGACACTGAG TTATGCCTCC AGCTCCCTGG 
    4081  AACTGTTTTG GTTGTTGTTT TTTAATTTAA GATCTTTGTT TTATTCTCTC ATACATTACA 
    4141  TACCGACCTC AGTTTCTCGC CTGCCCCCAT CCACTCCTCC TCCATTTCCC TTCAAAAACA 
    4201  AAAAGAACAG GCCTCCCAGG AATATCAACC AAACACGGTA TAACAATTTA CAACTAGGCA 
    4261  CAAACCCTCA TATCAAGGTT GACTAGGCAA CCCAGTTGTA GGAAAGGGGC AAAAGGAATT 
    4321  AGGAGTCCCA AAGCTGCACA ACCATGAACA TAGCTCAGAC CCATACACGG TCTGTGATTA 
    4381  TCACTTCAGT CTCTGTGATT CTCTATGAGC CCTGCTTAGT TGATTCTGTG GCTGTGTCTT 
    4441  GTGTTTTGCT TTATTTTTTA TTAATTAATT AATTAATTAA TTAATTTTGG TTATTTTGAG 
    4501  ACAGGGTTTT TCTGTGTAGC CCTGGCTGTC CTGGAACTCA CTCTATAGAC CATGCTGGTT 
    4561  TGAAACTCAG AAATCCACTT GCCTCTGCCT CCCAAGTGCT GGAATTAAAG GCGTGTGCCA 
    4621  TGATTGCCTG GCTTTGTTTT ATTTATTTAT TTATTTATTT ATTTATTTAT ATTTATATTT 
    4681  GGTTTTTCAA GACAGAGTTT CTCTGTGTAG TCCTGGAACT CACTCTGTAG ACCAGGCTGG 
    4741  CCTCGAACTC AGAAATCTAC CTGCCAGGCT GGAGAGATGG CTCAGTGGGT AAGGGCACCC 
    4801  GACTGCTCTT CCGAAGGTCC AGAGTTCAAA TCCCAGCAAC CACATGGTGG CTCACAACCA 
    4861  TCCATAACAA GATCTGACCC CCTCTTCTGG AGTGTCTGAA GACAGCTACA ATGTACTTAC 
    4921  ATTTAATAAA TAAATAAATA AATAAATAAA TAAATAAATA AATAAATAAA TCTTTTAAAA 
    4981  AAAATCTGCC TGCCTCTGCC TCCCAAGTGC TGGGATCAAA GGCGTGCGCC ACCATGCCCG 
    5041  GCTGTTTGTT CTATTTTTTA AGCAGGGTTT CTCTGCATAA GAGAATCCTG GCTGTCCTGG 
    5101  AACTTGATTT GTAGACTAGT CTGGCCAAAG ATCTGCCTGC CCATGCCTCT TGAGTGCTGG 
    5161  GATTAAAGGT GTGTGCCACC ACTTCCTCCT GGTTTAGAGA TTTATTTTTA TTTTATTTTT 
    5221  ATGAGTGTTT TGCCTACATG TATTTCTGAG CGTCATGGGT CTATAGAGGC CAGAAGAGGA 
    5281  TGCCAGATCT CCTGGAACTG GAATTAGTGA TGGTTGTGTG CTCTTGTGTG GGTTCTGGGA 
    5341  ATAAAACCTT AGTCCTCTGG AAGAACAACA AGTTCTCTTA ACTACTGAGC CATCTCTCCA 
    5401  GAGAACTTTT ATGAGGTTGG TTTTTTTTTG TTGTTGTTGT TTTGTTTTTT TTGAGATCCA 
    5461  TTTTCATTAT AACCCAACTG GTCTTGAACT CATGGGCTCC AGCAATTCAT CTACCTGATT 
    5521  TATCTTCTTG AATAGAATAG AATAGCTGGG TCTTCAGACC CCTACCTAGA ATTGTCATGA 
    5581  TGAGGATTCT TGACCCCTGT GCTCACCTGT AGATATACAC ATACTTTTCC TTGTATGTGC 
    5641  TGCGCCCCAG CAATGAGCTG TTTAGGAAGC TGTAACTCCT GGAACTGTCA AATATACCAG 
    5701  GAAACAAAAC CAGAGTTAGG GCTCTTAAGG CTCTAGGTGG AATGCAGATT AGATTGAAAG 
    5761  GGTCCTTCTT TACCTTTTAA GTTTTTGAAG CAGAAAGGGG ACAGTATTCT GGGAAGAATC 
    5821  TACTACCTCC TGAAGCACCA TGATATCACA TCGGGCTAGG ATCTGCAGGG AATGAGGGAT 
    5881  ACCAGCTCAA TTCAGAGCTG TCAACATGGA GGAGCTTTAT GTAAAGATTG GTACCAGAGT 
    5941  GGCTGCAGAC AGCAGTGAGA CAAGGAGAAA CTCAGGAAAC AAACAACATC ATTCCATTAT 
    6001  ACCTTACCCA TTTTTAGAGG AGGAAGTTGG TAATTAAATG ATGGTTGAAA GACTCTTCAC 
    6061  ATCTGTACAT TCACTTTTCC AGATGTCCCC TCCTTTATGG TCAGGCAGGA TGGGGAGTTT 
    6121  TTAGTCAAGG TCCTATGGAC ACAAATTTCT GCAACAATGA ACTTACCTGA ACTAAGGTAT 
    6181  CCATCACTGA CTCCTTGGTT AGCTTGGCCA GTGTCAGTCT GTGGGCATTG AAGGCACAGA 
    6241  TACGAAAGGC TTCAGTCCCA CCAACCAGGA GAATGAGCAG GGGAGCCATA ACAAGGCCAC 
    6301  GCATTGCTAT GTGTGCATCA GGAACCCTCC AAAGGAATCC AGGTTGTCCA AAGGGCATTG 
    6361  GCACTGCAGC TGATCTCAGC TAATTAGTAT TCTCCCTGCT GTTGGCCCTG AACATTTCTT 
    6421  GAATCTCTTC CTGGAACGTA TTTCAACTTC TGTACACAGA GCTTGACCAC CTAATAAAAT 
    6481  ACATGTGGTG TGGCATAAAA CCATCTCAGA CTTTTAAGAA CTCAATAGCC AGAAGCACAA 
    6541  ATGTTACCAT CCTAGATCGG CAGAGCTTTT TCATCTTCCC CAGGTGAAAT TGTGTACTCA 
    6601  GTGAGTATAC CTTCTTTGCC AAGATTATGG CCAGGAGTTC ACATGGGGTC AGCTCCAGCA 
    6661  ACAAAATCTG TCTATGTTTT TTTACCTTTC AGCCTATTTT TTCAATGTAT ATATGTATGC 
    6721  ATTGTATAAG CATATGGGTG CTTGTGAGTG TATATGCATT TATGTGTGTG CACATTTGGA 
    6781  GGTCAGAGGT CAACCCCAGG AGCCATCCAC CCTGGTTGGT GTCACTGGAT TGGAACTCAT 
    6841  GAAATTTGGC TAGCTATTGA GCCGTAGGGG TCCAATTGTC TCTGCCTCCC TAGTGCTGTA 
    6901  ATTACAAGAA CATTTTACCA TGCCTGGTTT TTTTTTTTGT TTTTGTTTTT TGTTTTTTGT 
    6961  TTTTTTTTGT TTTTGTTTTT TTTTTTTTTT TTTTGGTTTT TTGAGACAGG GTTTCTCTTT 



    7021  ATAGCCCTGG CTGTCCTGGA ACTCACTCTG TAGACCAGGC TGGCCTCAAA CTCAGAAATC 
    7081  CGCCTGCCTC TGCCTCCCGA GTGCTGGGAT TAAAGGCATG CGCCACCACC CCGGCGCCTG 
    7141  TTTTTTTATG TGCACGTTTT TTACTGACTT CCCCCCAGGA CCTCTGCGTG AGTTTTTGAA 
    7201  AGACAGTCTT GCTCTGTAGT AAAGCACAGG TCCCAAACTT GGAGCAATCC TCCTGTCAGC 
    7261  CTCCTGAGTA ATAGGATCAC GAGTTCATAA TCACCAAGCC TGGATGACTC ATTCTTTACT 
    7321  GTGTTTTTTA CTTATACTTC CCCTTTTGAG ACAAGGACTG ATGTATCCCA GTCTGGTCTC 
    7381  AAACTTGTCT ATGTAGCTTA GGATGACCTC AGGAACCCTT GAGATTCCTT CCACCATCCA 
    7441  AGTACTGGGA TTATAGGTAT ATGCCACCAA ACCCACAGAG CCAATATCAA TCTATCTCCC 
    7501  TCCCTCCCTC CCTCCGTCCC TCCCTCCCTC CCTTTCTCCT TTTCACTGCT GAGGCTTGAA 
    7561  CTTACAGTCT TTATCTTTCT AGGTATGGTA GAGAAGCACT CTGCCACTAG CTACTCCCCA 
    7621  GTCCTGAGAC TGTCTTTCAA AAACCAAAAA CAAGTCTAGG TGTGGAGGCA TACTTCTGTA 
    7681  ATTCCAGCAT CTGGGAGGTG AAGGCAATGA GATCATAAGT TTGAGGTATT CTTCAGTTAT 
    7741  ATCGTGATAC CCTGCTTCAA AACACAACAA GCACAGTGAC CATGTGCAAG GCCCACTCGC 
    7801  TAGAACTGAA GACATTTATG GAAAATAAGT TATCATTGAA GTTAAATGGA GGCAGATATA 
    7861  TACAAGGAAT ATTGCAGGGC TTTGATCCCT TTATGAATCT TGTGACTGAC AAATATGTGA 
    7921  AGATGGCAAT TAGTGGGCAG CAGAATAATA TTGGATGGAT AACAGGAAAT AGCATCATCA 
    7981  TGTTAGAAGC CTTGTAAAGC ATCAAAACCA TAGTTCTTCA GTAGAAGAGT TCAGAAAGAG 
    8041  CCAGGTCATA CACATTGTTA TATGAAACTT CTTGCTAAGT AAACTTTTGT GATACTCAGG 
    8101  AAAAAAACCC TACAAGCACC ATTGTACCTC TGCTTCTACA TTTGTCAACA CTAATGGCAT 
    8161  CACTAAAGTA GAACAACATA GTTGTCTTTG TGAGACTGTC TTATTATTTA ATACCATGTC 
    8221  CTCATGGTTT ATTCTTGTTG TATAACATGT CAAAATTATC TTCTTTTTTA AAAAGCCTTA 
    8281  ATCTCTCTTA GGTTTTTTTT AAAGATATTT ATTTATTTAT TTATTTATTT ATTTATTTAT 
    8341  TATATGTAAG TACACTGTAG CTGTCCTCAG ACACTCCAGA AGAGAGAGTC AGATCTCATT 
    8401  ACGGATGGTT TTATTTTTAA TTATGTGTAT GTATGTGGAG GTATATGCAC ATGCAGATGC 
    8461  CCAAGGAGGC CACGCAGGCC CACTGACATA TCTTGTCAGT TCAGAAATTC TTTTCCATTA 
    8521  TTTAAAAAGA TGTATTTCAC ATTCAGTTAT GTATATGTCT GTAAGTGGGT ATGTTCATAT 
    8581  GAGTGAAGGT ACCCTCAAGG ACCAGACATA TGAGATCCCT CTTAAGCTGC AGTTAGAAGT 
    8641  TGTGAGCAAC CCAATGCAGG CACTAGGAAC CAAACTCAGA TCCTCTACAA GAGTGGTAAA 
    8701  CACTGCTGAG TGACCTCTCC AGCCTCTCTT CTTCTTCTTC TTCTTTTTTT TCTCCAAGAC 
    8761  AGGGTTTCTC TGTGTATCCC CCAGCTGTCC TGGAACTCAC TCTATAGACC ATTCTGGCCT 
    8821  TGAACTCAGA GACCCATGTG CCTCTGTCTC CCAAGTGCTG GGATAAAAGG CGTGCACCAT 
    8881  CATGCCCGGC TGTCTTCTTC CTTCTTAAGG ATGATTAATA TTCCAGTGTA TACTCAGAAA 
    8941  CACTTTGTCC ATCAGCATTG GGGTACACCC ACTACTTGAA TTCTTGTATT TATTTATTTA 
    9001  ATTACTTTAT TTTTAATGTG TGGTACTAGG GATTGAAGAT GGGGCCTTAT ATATGCTAAA 
    9061  GATGTGCTCT ACCACTAAGC TATAACTGTA ACCCTGTAGT GATTTGTGTG TGTGTGTGTG 
    9121  TGTGTGTGTG TGTGTCAAAC TGACCTTAAA CTTCTGATCC TCCTGCCTCT ACCTCACCCA 
    9181  AACTGGAATG ACAGATGTAT ACCACCAAGC CTGGTTTATG CAGTGCTGGA GATGAAATCC 
    9241  AGGGCCTCAT ATATTGACTA TGTAGGGAGG GCTATACGAT GTAAGCCTCA TAATTGGGTA 
    9301  AGCACTGTAC CAACTGAATC ACACTCCAGT TTAGCAATTT TGAAAATTTT GAGCACCTTA 
    9361  GTTTCCTGAA GCAGATCAGC TAATTCATGA AAATTTTATT TTTAATTTTT TAAGGTACAC 
    9421  CAAATTTTTC CATAGCTTTT GTGCCATTTT ACATTTTCAC TAACAATGGG GATGAGGTCA 
    9481  ACCCTTATTC TTTTAAGTTA ATTGAGTACT GCTGGGTGGT GGCGCACACC TTTAGTCCCA 
    9541  GTGCTTTGAA GGCAGAGGCA GGTGGATCTC TGAGTTCCAG GCTAGCTGGT CTACAGAGTG 
    9601  AGTTCTAGGA TAGTCAGGGA TACATGGAGA AACCCTGTCT CAAACAAACA AAGAAACTGC 
    9661  TACATACTAT TTTCTATATA GCACCTATTG CTAGCTAGGG CATAGACAGT CCCAGATTCA 
    9721  GGAAGGTCCA GTTTGTCCTA TCCATATTAG AAACTAAAGC ATGAACCTCT TCAGGAATTT 
    9781  CTTTTATTTT TCTTAATTGT TTTATTTTTC CACATCTATT TGTGTGTGTT TGTGTATGTA 
    9841  TGCACATATG CATGGGTCTA AGTCAAGCAT GTTTTTTCCT TCTACCAAAA GGGATCAAAC 
    9901  TCAAGCGATC ATGTTTGGCA GTAAATATCC TTATCTGTTA AGCCATTACA CCAGCCATCT 
    9961  TTATATCTTT ATATATATTA ATATTAATAA AACGTGGGTG TGTCTCAGTT TATAACCAAG 
   10021  GCTGGCCTGG AACTCACTAT GTAGTCCCAG GCTGGCTTCA ACTTTCCTGA GTGCCCTGGA 
   10081  GCCCCTCAGA GCATCTGTCT CAGGTTTATC TTTGTCTCAG ACTCACCTCT GCCTTACCAT 
   10141  ATCTTTTGAG CTCAGCGCTT TACCATGTTC TCTGTACATG TCACATTCTT GAAGCCTGGG 
   10201  GCCCTCTGCT TCTGTCTGCT TGTTTTTCTT AGTCATGCTG TCCCTTTCTC CTCTCTGTTA 
   10261  GTTTCTTCCT ATCTGGCTGG TTTGTTCTGT CTTCCTGACT CTGCACATCT TAGTGTTTCT 
   10321  GCCACAGTAT CTTCCTAGCT GGCCTTGATA TTTGTTTCTC TCTGGTCACC TGTTCTGTCA 
   10381  CTCATACTTA TTTTGGTCTC CTTGCACTGG GGTGTCTGTT TTGGAATACA TGTGAGCACT 
   10441  GGGGCAGTTC TGCACTGGCC AAGCTATATT TGGAGACTGA GACCACTAGG ACTCTGAGGA 
   10501  TGAACCAGAA AGAATAACTG TTCCTGGCCT CAGCATAATG CTTCCTAGTC TTCCAAAGAC 
   10561  AGCTTTAGCT TGAAATTCCC TTTCCTTCTG AAGTTCCTCC CCAGTAGAGA CAACCTCCTC 
   10621  CCTTTCCCTA CCCGCAGGAT TCTCATACCT CCACAGCCCA AGTCGGCCCC ACGCCTGCCT 



   10681  CAGCGTTGAA CCGAATAAAA CATTCCACTC CACAGAATCG CAGCTCCAGC CAAGGCGGGT 
   10741  AAGGACGCGC AGTTGGGTGT GTGTGGGGGG GAAATGGGAA GAAGAGGCGC GGGTTTCCAG 
   10801  ACACACCCAA AGGGGCCGGC TCCACAACTT TCCCGTCCCA AGTAGCAAGG CTGAGCGCCA 
   10861  CCCTTCAGCC CAGGAGCTGG TTTCCAGACC CACCCAAAGG GGCGGGCCAT AAGCAAGGCT 
   10921  GAGCTCCACA TCCCTGTCCA GTAGGCTGTG CCTGAGAACT GGCTACCTGC TGGCCCACCC 
   10981  CGCCCATGAT GGGTGTTTCT TTTGCCAAGC GAATAGCAAC TTGGGGAGCT GGCGGCCTCT 
   11041  GCTCGACGAA TCCGCCTGAA AGCAAGTCGA GGAAGCGTCC TTGCTTGTTG TCGCAAACAT 
   11101  GCCTACTATC ACCCGTGCCA AGAAGCAGCA GTCTATCATT GAACAGTTAC CTGGACCTAG 
   11161  GGAAAAAGGT GAGGTAGGCT TGCTCATTCT TTGGCCAGTT CCCCTGCAGC AAAGAGCAGA 
   11221  GCAGAGGCAG TCTTCTCTCA GGGTCCTCAG GCCCTGAACC ACAATGTTGG TGCGCACTCC 
   11281  CAAATTAAGT TTGCCTGTGT GACGACTGCT CAGAAAACCC AAAGCAAAGG ACCTTATGCA 
   11341  CAGGATGGGT AGCGCGACTG ACCTGTTCAG GTCCCCACTG GAGTGGCAGT TTAGAAAAAT 
   11401  GCCTCATGGC AGAAATTTGT TAGTTCTGGT ACCACATGAA TACTAGGCAA ATGCTCTATC 
   11461  GTGGAGATAA CCAAATGCCC CAACCCCCAG ATCACTGGGA GAAATAGTAC AATAAAAGGC 
   11521  AGAGAATAAT AGACGCGGAC ACCCGATGCC CTTTTCCGGT CTCTGTGTGA GCCTTCAGAA 
   11581  GCATGCATAA CCGGATACAC ATCGGGTGGG ACAGGGAAAG AGAACAAGTA AAAAGTTTCC 
   11641  ACCAGCCTAC GACTTGCGTA GCTTCAGGTA ATGGTGCTGT GTAGCTAATG TCGCCTGTAG 
   11701  ACACTAGAAT TATGGAATCA AAGAGACGCA GCACTGCTTA AGGCGGTTTG GAGCCAAAAC 
   11761  CTTGACGGGG GAGGGGCCGG AGCGAGGCTG GCGTAGACCC GCCCTGGCAG CCGTCAAGCA 
   11821  ACCTAGGCAT GTTTTGCGAC AACAGGCAAG GACGCTTCCT CGAGTTGCTT TCCGGCTGAT 
   11881  TCGTCGAGTG AGGCCGTCAA GACTTGGTTT CTAGTGCGCA TTGCTTTGTA CAGCAGTCCC 
   11941  GTCTCGTCGC CTGAGCAGCG GCTCTTCTCT ATCCAGAGAA CAGTGCTAGG GAGGTGCTGA 
   12001  GCTGTTCCAC CAGGTGACCT TAGTCTAGTC CTCTGCCAGT CTGTTGGAGA TCCTTCTCCT 
   12061  GAGTGGTAGA GGACATCGGC TGGCCTGGGG CAAGAGGAAC TCTGGGCTCC GGGGGCGGGG 
   12121  CCGGAGCCGG AGGAGATGCC CCTCCATGTG AAGTGGCCAT TCCCCGCGGT GCCCCGGCTC 
   12181  ACCTGGACTC TAGCCAGCAG CGTCGTCATG GGCCTAGTTG GCACCTACAG CTGCTTCTGG 
   12241  ACCAGTGAGT GGCAAAAGGC CAAGGCAGAG TCTGTTCACA GGCCTCTGGC CTGGCTGGGG 
   12301  GTTTTCGGAC TGGGAATATG GCAGGGGCTT TTCTGGCACA GTAAGAAGCC TCGGGCAGGT 
   12361  GGAAATGACC TAGAGCTTGG GACTGACTTC TCTTCCCAGA GTACATGAAC CACCTCACCG 
   12421  TGCACAACAA GGAAGTGCTG TATGAGCTCA TTGAGAACCG AGGCCCTGCC ACCCCCCTTA 
   12481  TCACCGTCTC CAACCACCAG TCTTGCATGG ATGACCCTCA TCTCTGGGGT ATGGTGCCAG 
   12541  TGTGCTGGGT TCAGGGAGGC AAAACAAGAA CAGGCCCCCA CCAAAGACAG ATTGACTTCC 
   12601  CACCAGGCTC TTTTGAAAAA CTTTACCTTG TTTGGGGGAT ATACTGCCTA ACTGCTGGAA 
   12661  GTTTTGTGTG TCCCCCTTAG GATTCCTCCA GGGAATGTGA TTTAGACAGG ATATCAGAAA 
   12721  TTTAAAAGGA GTGTGGAAGT AGCCATGTCA CATCAAGGAC TTTACTTTTT CACAGGGATC 
   12781  CTAAAACTCC GCCACATCTG GAACCTGAAG TTGATGCGTT GGTGAGGAGG AATGGGCCCC 
   12841  TTGAAGTGAC CCATCCATTT CTGCCCAGAT TTGCCTTTCT CTGCTCAGGA GTTGGCATCC 
   12901  AGCCTTCCAG GAAGGGCATG GGTGGGGCTC CTTAGGGCCT TCTCTTGGAG CTTCATTCTG 
   12961  TATGGCAGTG ATGGCAGGCA TTATATTGGG TGGGGAGAGT TGGGGACAAG CAATGGGAAG 
   13021  TCTTGGAGGC AGGGATGATT GGGTCTATTG CTGCTCTAGG ACCCCAGCAG CTGCAGACAT 
   13081  CTGCTTCACC AAGGAGCTGC ACTCCCATTT CTTCAGCTTG GGCAAATGTG TGCCTGTGTG 
   13141  TCGAGGTGAG CTGCTCCTCT GGGAGGCATG TCCAGGCCTC CCTTGGGGAC AAGGAAGCTG 
   13201  GTGGTCAATG CGTCTGTCTT AGAAGGACTT AGGGGAGCCA TGATATGGCA GTATAGTTGG 
   13261  CAGAGAATAG GAAGAGGGAT GATCACTTAG AATCTCTGCA GTCCAAAACT CTGGTGTGAG 
   13321  AATTCAAGGA AGCTGTATTT GCAGTCCCTT CTGAATCTAC CACTCCTGTC AGGGAGAACA 
   13381  GTGTGGTGTT ACCACTTTAT AATGGCAGTG GGGTACATGT ATAGAAGGCT AAGGGTTTTG 
   13441  TTTTTGGGAG AACAAACAGT GGTAAGATGA GGAGGCTCAG ATTGACCACT CAGTACCTTT 
   13501  CACAAACCCC TTAGTGTAGG GGCCATCTTG ACCCCATTCT CTAGATAGGG CTCAGATTCT 
   13561  CTAGACAAAG CTTAGAAGTC CAAGGTCATA GACTACCATG TGGCAAACTT AAGATTCAGA 
   13621  TCCACATTGC CCTTTCATCT GGGTATGTAG ATTCCTTTTC AAGCAAAGAA TGAAAGAAAG 
   13681  GGTGGTCTAA AAATAAGAGA AGAGAAGGTT AGAGAATGTC AGAAGGGTAG AAGATTGTAT 
   13741  TTCCACCTTT CTAAGCATTC CAGAAGAGAC TATATTATTT TGTTGAATGA TATAGTCTCA 
   13801  GTGCCATTTC CTCTCAGATC CTGCTCTGAT ATGTCAGCAT TCTGATAATT TACACCTGTC 
   13861  CCTGACTCTA AGCTCCTTTA CTCTGCAAAC TCAAAAGTCT TGTGTGTATG CATCTGTTTT 
   13921  CATTCTTTAA AAAAAAAAAG ATTAATTTTA TGTGTGAGCA CCCTGTTTTC AGACACACCA 
   13981  GAAGAGGCCA TCAGATCCCA TTACAGATGG CTGTGAGCCA CCATGTGGTT GCTGGAAATT 
   14041  GGACTCAGAC TCTTTGGAAG AGCCTTTGTT CAGTGCTCTG AACTCCTGAG CCATCTCTCC 
   14101  AGCCCTTTCA TTTTTTTCTT TTTTCTTTCG TTTTCAGTTT GAGGGATAGA ACACAGAGGC 
   14161  TTGTATATTT TAGGCATATA CTGTACCTAT GGCCTATACA GATAGTTCTG TTCTTCTTGA 
   14221  ACTGATTCTA GACTTTCTTG CAGTTAAAAG CCGATCTGAG TGGTTGGAGA ACTATCTCAG 
   14281  TGGTTAAGAG CACTGCCTGC TCTTCCAAAG GACCAGAGTT CAATTCCCAT CAGTCACATG 



   14341  GCAGCTCATG CCTGTAATTC GGTTCCAGGG GATCCTACAC CCTTACATAG ACATACATGC 
   14401  GGGCAAAACA TAAAAATTAA AAAGAAAAAA GGATCTGAGA TGAACATGGT GATATATGCC 
   14461  TCTAATCCCA TCCCATCACT CAGTAAGCAG GGGCATAAGG ATTGAGGCCA GCCTGGTCTA 
   14521  TACAGCAAGT TCCAGACTGA CCAGAACTAT AGGACTACAT GGTAATCTTT CTCTCTTTGT 
   14581  TATTGTTGTT GTTGTTTTAA AGACAGTTTG TCTGTGTAGT CTTGGCTATC CTGGAACTAG 
   14641  CTCTATAGAC CAGATGAGGC AACTCATCCT CCAGTCTCTT CCTTCCGAGT GCTGGGATTA 
   14701  AGCCTAGCAT GATACCCTAT CTTATCAAAA AAAAATAATA ATATAGAAGC TGGTCATGGT 
   14761  CGCACACACC TTAATCCCAG CACTTGGGCA GAGGCAGGTG AATCTCTTGA GTTTGAGGCT 
   14821  AGTATGGTCT ACAGAGCTAG TTACAAGATT GCCAAGACTA CAAAGAAAAA TCCTGTCTTA 
   14881  GAAAAGAAAG AAAGAAAAAA AGAAAGAGAG AAAGAAGCTA GTTATTATGC CTGTAGTCCC 
   14941  AGTATTTGGT TTGTTAGGTT GGGGTAGGTG AATTACCATG AGTTTGAGGC CAACTAGAAA 
   15001  CCAAGACCCT GTCTCAAAAA AAAAAAATTA AAGTTGTGTG TGTGCACATA CATACAGAGA 
   15061  AACTGAGAGC TGGAAGTGTG ACACAGTGGT ATAGTTTTTA CTTAACTGGC ACAGAGCCCT 
   15121  GAGTACTATC CCCAGCATTG TAAAAATATA GAACAAAAAC TAGAAGATGG AACATTATTT 
   15181  TCAAGGAAAG CAAAGATCTA ATTACATGTG ACTGAAACAA ACAGAGTTTG GGATACTTTG 
   15241  TTTCTGTTTT TAAACAAACC ATTTTTCTCT AAGCCTAGGA CTTTGTAGGT TCACCTTTAA 
   15301  GCACTGAAGT GATTTTGTAC AAGTGCTTGC AGTAGCTAAA AAGTATGCCA AAGATACGCT 
   15361  ATCCTTGCTG GGAGTGGTGG TACACGCCTT TAATCCTAGC ACTTGGGAGG CAAAGGCAGG 
   15421  CAGATTTCTG AGTTGGAGGC CAGCCTGGTC TACAGAGTGA GTTCCAGGGC AGCCAGGGCT 
   15481  ACTCAGAGAA ACCCTGTCTC AAAACACACA CACTCTTTTA CTTCACAGTT TCAAGCTCAA 
   15541  AGGTTATTTT TCCAACAGTG GGGTTTACTA GAGGAGCAAA CACCTGTGAT GAACACCCCT 
   15601  GCTGTGTACT ACCATCCCAA GTAGGGCACC TGTGGCTCTC TCTGTTTCCT GAGATCATCC 
   15661  CAACTTCTGG CCCCTAAGTG AGCTGCCAGA TCAGGTCCCT GTTGAGGGTG GGCTGAGACT 
   15721  TTTTTTTTCT TTGGTTTTAT GAGACAGGGT TTCTCTGTGT AGTCCTGGCT GTCCTGGAAC 
   15781  TCACTCTGTA GACCAGGCTG GCCTCAAACT CAGAAATCCA CCTGCCTCTG CCTCCCAAGT 
   15841  GCTGGGATTA AAGGCATGTA TCACTATTGC CCGGCCTTTT TAAGATTTTA TTTTATGCTC 
   15901  TTTCCTTCTT TTCTTTCTTG AAGCACATCA TTTCTCTCTT TCTCTTTCCC TCCCCTACAT 
   15961  CCCCTTCCCA CATGGTGACT TACCTGGCTT TGGTCCTTGG GTCTAGTGAA CTAGCTCACC 
   16021  TGAGAACAGC TTCCCAATAA ACCTGTCTTC AGTAAAATAA AAAATAAAAA TTTTATTTTG 
   16081  TATATGTTTG TACACTATAG CTTTCTTCAG ACACACCAGA AGAGGGCATC AGATCCTATT 
   16141  ACAGATGGTT GTGAGCCACC ATGTGGTTGC TGGGAATTGA ACTCAGGACC TGTGGAAGAG 
   16201  CAGTCAGTGT TCTTGACCAC TGAGCCATCT CTTTAACCCT TGAAAGGCAA TTCTCAATGC 
   16261  ACTGACCTGA GATAGCCCCA GTGTTGCTCT TTGTCCTCCA GCCTCTTCCC TTCCACTTTC 
   16321  TGATTCTGTC CACCCTGTGG TTATTCTTCC ACTATTGTAT GTCCAGGTGA CTCCAAGTTG 
   16381  CTAGCCCACA AGAGGTGTTA GGTCACACTT CTTGAAATAT TAATCAGTTT TCCCAAGTTT 
   16441  TCCAATCTTT TCTGTGTTTT CTACTTCCTG AAGTGTTCTC CCTTAGCCCA GAAACCTGAG 
   16501  GGAAGGTGGA AGCTCTGGAG CTGATGAAGT TCCTATACTT TCTAGAGAAT AGGAACTTCA 
   16561  TAACTTCGTA TAATGTATGC TATACGAAGT TATTTGTAGT CAGCAAATGG GTGTGTGTTA 
   16621  GGGGGGCAGG TTCCAGCAAG GCAGGCCGTA GGGCAGAGGG AGGTTGAGTT GCCATGATTA 
   16681  TCATTTCAGT GAGAGATACT GTCTAGCTAA GTGTCTTGAT ACATGCCTGT TATCCAGCAC 
   16741  CATTAAAGCT GAAACAAGAG AATTACTATA ACTTTGAGGC CAACCTGGGC TATATAGTAA 
   16801  TATCTGTCAC AAAAAAAGAA TGTGCTATTT GCATTTGACA GGCACTAAGA AGTTGAGGGA 
   16861  ATATTGTTTT GTTTTGATAC AGGATCTTAC TGTGTTGCCC ATCCTGACCT CAAGCTCAGA 
   16921  GCAATCTTCC TACCTCAGCT TCCCAAATGC TGAGATTACA GACATGAGCC ACCATTTCCA 
   16981  TCTTAAGAGG AAGATATGGT CAAACCAAAA ATGTGAAGGG CCAGGGTAGC AAAGAGAAAC 
   17041  AGGCTCTAGA AATAGATGTT GATGTGTCTA TGGATGGTGC TATGGGAAAT GAACTGCTGC 
   17101  CTCCATCCTA AAGTGGATAG ACCAGGAGTG AGCCAGAATC TACTTCACTA GGGTTTGGAG 
   17161  AGTTTGATTT CTTCTCCAGA GAATGGATTA AGGAGAACAG ACCTTTCTCT ACAGGAGATG 
   17221  GTGTCTACCA GAAAGGGATG GACTTCATTT TGGAGAAGCT TAACCATGGG GACTGGGTGC 
   17281  ACATCTTCCC AGAAGGTCAG TTGGGTGCTT GATCAGGGCC CTCCAGCATT CATGGTTCTA 
   17341  GGCCCAAGCT TTTTCTCTGT GTTCTCTCAT TAGGGAAAGT AAACATGAGT TCTGAGTTCC 
   17401  TGCGCTTCAA ATGGGGTAAG TATTGCTGGC CAGCCTGACA CAGCTAACTT CCCCATCCAA 
   17461  AGATGGCCCC TTGGGTCCTT GGCTTCGTTC CTCTCTCAGG TGGGTGTGTC AGGAGCAGTA 
   17521  GAAAAGGGAC AGGCGGTGAG TCAAGGACTA AGTTCCATTG AGAGACTGTA GAAGTGACAT 
   17581  TGGCCAGACG TTGGCAGGGA AGTTTGGCCC AGCTTGTGCC AATGCTTTGG CATTTCTCCG 
   17641  AAGTAGGAAT TGGACGGCTG ATTGCTGAGT GTCATCTGAA TCCCATCATC CTGCCACTGT 
   17701  GGCATGTTGG TGAGTCATGG ATTGGGGGTA GGGAGGGGAC TGTCTTAGAT GTCGTTAAGG 
   17761  GGGATTTCAG GTTGTTGGGT AGCTGAGAGA AGTACCTGGG ATTCTCTCTG GTACCCTGCT 
   17821  TCTCCCAATG GCTGGCTTTC TATCCACTGT GGTACAGGAA TGAATGATGT CCTCCCTAAC 
   17881  AGCCCACCCT ACTTCCCCCG CTTTGGACAG GTGGGTAGGC ACTGCTGACT CTTGTCTATC 
   17941  TATTTCCCTG CTAACTGCCC TGTGTTTCCT TGTCCATACT ATACAGGATT GGTTGAAGAT 



   18001  TTGCTGAGCA TGAGCATGTA GTAGGGGAGC TAAGTGGGGC TTTTCTGGAA GCAAGACCTT 
   18061  TAGAAAAAGA ATTGAAATCA GGCGGGGGTG AGGGACAAGG TAGAGTGGGA CAAATTATTG 
   18121  ATAGGATATT GACTAGACTG GCCCTTGGAT ACCATCAAGC CCAATTGCCT GTTTTGAAGA 
   18181  GGGAGAGTGG CTTTCAGGAA CGTCAAGCCC ATCAGGTACA GAGCATAGCT CTGAATCCCC 
   18241  GCATTGTTTG GGCTGGAACT ATAGGTTCCT TGTCACCCTT GATGGCCTGC CTTCTTACAG 
   18301  AAAATCACCG TGCTGATTGG GAAGCCCTTC AGTACACTCC CTGTGCTTGA GCGGCTCCGG 
   18361  GCAGAGAACA AGTCAGCTGT GAGTTTCCTC CCAGGGTCCC CTAGCTGTCC TTGGCCTTCT 
   18421  CAGTCCCTCA GACTCCCAGG GTACCCCAGA CATGGTCCTT GAGGAATGCA GGCCAGAACC 
   18481  ATCCTTGCTC TTAGGTGGAG ATGCGGAAAG CCCTCACAGA CTTCATTCAA GAGGAATTCC 
   18541  AGCGGCTGAA GATGCAGGCA GAACAGCTCC ACAATCATTT CCAGCCTGGA AGATAGGCTT 
   18601  TGCCTGCCCA GTCTGTGCCC TGCAGTTCTT AGCCAAAGGA ACACTGGGTC CTTCAGGATT 
   18661  TGGGAAGTGG TGGTACAGGA ACCTGACCAA GCTTGCTTGG CTCTTTACTG CTTTTGAGAT 
   18721  TCTTCCCTGT ACAAAACTGA GGCTGGGAAA TGGACTGATG CTTTTAATTC AGATAGATTG 
   18781  GCTCCCAATT CCTGCTGGAT ACCCTTTTTT ATTCTTGAAC ATCTGACTCC TCTGGGTCTT 
   18841  GAGCTAAAAG AAGAGCCTTG GCTGTCCCTT ATACTTGGTG GAGAAGGAAG GGACACTCTT 
   18901  AGGCAGGGGC CCCCTTCTCA CCTCTCAGGG AGGGAACAGA GCAGGTAGTC AAGCAAATAG 
   18961  TTGGGTAGGA GAACAGGTTT CTTGGTCATA GGTACAGAAA GAAGACTCAA TTGGTCCCTT 
   19021  GGATGGGCTA CTACTTGCCC ACTGCTCACA AACCTCATCA GGGATAGCTG TCAGCCAGGT 
   19081  CATTCTACCT GAGCTACTGC TACAAGGTTT GTCCTTGGGT GGCCTGTAGA CAAGAAGAGA 
   19141  AGGTATTGGC CAGGATTCAA GCACAGCTAA ACTTAACTAG ATGTTTCTTG TATATAGCAG 
   19201  AAGAAGGACC CCCAAGACCT GACCATTAAC CCCCAGTGTC AGGGCCTACC TGCTTCTCTA 
   19261  ATCTTTTTTG CCTTGTCATC CTCTATATCC TGGGATCTGG GTTTTAATGT TTTTAGAGTA 
   19321  ATAAAACATT TGTGTTGTGC CACCATACCT CTGTCTTGAA GTTCCTATTC TTCAAATAGT 
   19381  ATAGGAACTT CATAACTTCG TATAATGTAT GCTATACGAA GTTATCTGTG TAGGAATGCA 
   19441  GATGGGAAGC ACCTTGCTGA ACAAGAAACA GGACCATGTG CCTGGATACA GTGAAATTAT 
   19501  TTTAGTAGTT GGACATTGGA ATCTCACTGT GCACTGGCCA CTCAAGTCTT TTGCTATCAC 
   19561  CTGTAAGCCA AATGGCAATG TGGTGGAATT CATAAAGGTG ATAAAACAAA GCTGGGCGGT 
   19621  GGTGGCACAC ACCTTTGATC CCAGCACTTG GGAGGCAGAG GCAGGCGGAT TTCTGAGTTC 
   19681  CATGCCAGCC TGGTCTACAA AAGTGAGTTC CAGGACAGCC AGGACTATAA AGAGAAACCC 
   19741  TGTCTCGAAC CCCCCCCCCC AAAAAAAAGG TGATAAAACA AGAGTAATAA ACTAACTTCA 
   19801  AAACCTCAAG TGAAGTCAGA CATGATGGTA CACACCTGAT CTTAGTTATC TTAGCACTAG 
   19861  GCAGGCTGAA GCAGGAACAT TGCCTTGTGT TAAGTGTGGG AGGCAAAGGT AGGCAGATCT 
   19921  CTATGAGTTC AGGGCCAGCC AGATCTAGGC CAGCTAGAAC TACATAGTGA GAACCTGTCT 
   19981  GGAGGAAAAT TAGGTGTACA TAGTGATGAA GTCCTTGGGG TCTCAGTATT TGAGGCCAGC 
   20041  CCAGTTTACA TAGTAAGTTT CACCCCAGCC AGAGCTACAT GGTAAGACTG TCTTGGTGGA 
   20101  AAAAAAGAAG GAAAAAATTT AAACTTTTTT TTGTTTTGTT TTGTTTGTTT TTGAGACAGG 
   20161  GTTTCTCTTT ATAGCCTTGG CTGTCCTGGA ATTCACTTTG TAGACCAGGC TGGCCTTGAA 
   20221  CTCAGAAATC CGCCTACCTC TGCCTCCCAA GTGCTGAGAT TAAAAGTGTG CGCCACCACG 
   20281  CCCAGCTTTA AACTTTTTTT TTTTTTTGGA TTTTCAAAAC CTGATTCTTC TGTGTGGCCT 
   20341  TTGCTGCCCT AGAACTCACT CTGTAGACCA GGCTGGCCTT GAATGCAGAG ATTTGCCTGC 
   20401  CTCTGCCTCC CAGGTGCTGG GATTAAAGAT GTGCACTACA CGCCTGGCCT CCTGGCATTC 
   20461  ACTTTGTAGA CCAGGCTGGC CTCTAACTCA GAAATCCTCC TGCCTCTGCT TCCCGAGTGC 
   20521  TGGGATTAAA GGCGTGCACC ACCACGCCTG GCACAACACC TGGCCTTTTA AAACACTTTT 
   20581  TTTTTTTAGA AGAAGAAAAC ATCACTTTGT GGGGATAGAA TACATGTAAA AGCCAGAATA 
   20641  CAACTTAGAT TCAAGGGTAA CATCCCTTTT TCATGTATCT ATTTTTGTAT TCATTTGAGA 
   20701  AATGCCAGCT ACATTTCTTC AAGAGAATTT TTTAAAGATT TATTTATTTT ATATATGTGA 
   20761  GTATGCTGTT GCTGTCTTTA GACACACCAG AAAAGGACAT CTGATCCCAT TACAGATGGT 
   20821  TGTGAGCCAC CATGTGGTTG CTGGGAATTG AACTCAGGAC CTCTAGAAGT GTAGCCAGTG 
   20881  CTCTGAACCG CTAATTCATC TCTCCAGCCC ATTCTTCAAA AGTTTTAAAT TTATATTCTA 
   20941  AGATACGATT TCATTTGTTC AAATATATAC CCCTCAGTGG TGTAAGTCTA TAATCCCAGC 
   21001  AGTTATAAAG TAAAGTGAGG TTAGAGGCCA TCTTTGGCTA CATAGTAATT TCAAGGCTCA 
   21061  CTATATGACC CCATTTATCA AAAAAAAAAA AAAAGTAGGG ATATACAGAG AAATCCTGTC 
   21121  TCAAACAAAA CAAAACAAAA AAGTAGGGCC AGCAAGTAAA GGTACTCACT ACAAAGCCTG 
   21181  TTAATTTGAG TTGGATAGAA CCTGCATGGT GGAAGGAGAG AAGGAACTGA TGAAAGTTGT 
   21241  CTTACCCCAT GCCCATATGT ATATACACAC ACACAGGGTG AGGGGCTGGA GAAAAGTTTC 
   21301  GGCAGTTAGA GTGCCTGTTG CTTTTGCAGA AGACCTAATT TCTATCCCTA GCATCATTGT 
   21361  CAAGACTCAA CCACTTAATA ATTCCAAGTT CAGAGGATTC TATATGGTCT CTGGCCTCCA 
   21421  TGGGCACCTA CACACAAACA TACACAAAGA TAAGTCTTTT TAAAAATAAA ATACTGCCTC 
   21481  CAGTATACTA GGTAAACAGT CTACTACTGA GTATGCCATG CTTTCAAACA TAGACTAACT 
   21541  ATGGAAGCAG AGACTGAGCA GAACTATTTC AAAACAACAA TGGCAACACA GGGCTTGTTG 
   21601  GTATAGTGTG TGCCTAGCAT ATGAGAAGTC CTGGGTTTGA TCCCTCGAGT GAAAAAAAGA 



   21661  CCTTAAGGAA CTGGAGAGAT GATTCTGGCG GTTAAGAGTG CTAGCTGCGC TGGGCAGTGG 
   21721  TGGCACACGC CTTTAATCCC AGCACTTGGG AGGCAGAGGC AGAGGCAGGT GGATTTCTGA 
   21781  GTTTGAGGCC AGCTACACAG TGAGTTCCAG GACAGCCAAA CCCTGGCTCT CTACAGAGAA 
   21841  ACCCTGTCTC CAAAAACCAA AAAAAAAAAA AAAAAAAAAA AAAAAAAAAA AAAAAAAAGA 
   21901  AAAAGTGCTG GCTTCTCTTT CAGGGGTTCT GAGTTCAATT CCCAGCAACC ACATGATGGC 
   21961  TCGCAACCAT CTGTAATGGG ATCCGATGCC ACTTTCTGGT GTGTCTGAAG ACAGCTAAAG 
   22021  TGTACTTACA AACATAAAAC TTTTTTTAAA AAATCTAAAA AGAAAGGAGG GGGTGTAGGA 
   22081  GAGATGATTT AACAGTTTAG AACATTGACT ACTCTTCCAG AAAACCAAGT TTGCTTCTCT 
   22141  TCACCCACAT GGCAACATAC AACCATCTGT AACTCCAGGT ATGGAAGATT CAATGCTCTG 
   22201  TTCTGGCCTG CACCAGCACC AGGCACACAT GTGGTATATA TGCATGCACA CAAAACACAC 
   22261  AGAAATGTAA AAAGAAAATC TTGGAAAGGG CTGGAGATGT GGCTCAATTA GTAGAGCACT 
   22321  TACTTATGTG TGAGATCTTG AGTGCCTAGG TTTAAAATCC AGCTCTAAAA ACAAACAAAG 
   22381  CAAGAAATAG AAAAAAAAAT TACTCGAATA AAGAGGACTT CCCCTAACCT AGGGATTAAT 
   22441  TAGTATTTGT TTTTCAAGAC AAAGTTTCTC TAACCCTTAA CTGTCCTGAA ACTCAATCTG 
   22501  TATAGACCAG GCTGCCTTCA AACTCAGAGG TCCTATCTGC TTTTGGGTTT TGTTTTGTTT 
   22561  TGTTTTTGTT TTTGTTTTTT CTATTCTTTT TTTCTTTTTC TTTTTTCTTT TTTTCTTTTT 
   22621  TTTTTGGAAA GGGTTCCTCT GTATAGCCCT GGCTACCCTG GAACTCACTC TGTAGACTAG 
   22681  GCTGGCCTCG AACTGAGAAA TCCTGCCTCT CCTTTCCGAA TGCTGATATT GAAAGCATAC 
   22741  ACCACCACCG CCTGGCTACT TTTTTGTTTG TTTATGTATC TGTTTATGTG TTTATTTATT 
   22801  TATTTAAAAT TTGAGAGAAG TTCTCACATA GTTCAAGCCG GCCTCCAACT CCTTATGTAG 
   22861  TCAAAACTGG CTTTGACTTC CTTATTCTCT TATCTCCAAG TCACAGACAG ATACCACATA 
   22921  TGTGGATAAG TTTATTGCTT TTAACTAAAC AGGTATATAC TTATGATTTC ATTAAACAGG 
   22981  AATATTCAGC CAAGCACAAA TGTATATTCA AAGAAATCCG TTTATAGTTG CAAATTTTTA 
   23041  ATAATGTTTA ACTGGACAAG GATATTGCCC AGCCACTGCT GCTGCCATAC CTCCCTGGCA 
   23101  AATACCAGGA TGTATTGGAC TAGAATAGAA GCTGACATGT TTTTCTTTCT AGTTTTTAGA 
   23161  TGCTGCCAAA TTAAAAAGGC TGTATCAATC AGAGAGACAC AATTTCCCAA CATCTTTGTT 
   23221  GACAGGAGAC TTATTTGTTT TTTGTTTTGT TTTGTTTTGT TTTTTTTCAA GACAGGGTTT 
   23281  GTGTAGCCCT GGCTGTCCTG GAACTCACTC TGTAGACCAG GCTGGCCTTG AACTCAGAAA 
   23341  TCCACCTGCC TCTGCCTCCC AAGTGCTGGG ATCAAAGGCG TGCGCCACCA CGCCCAGCTT 
   23401  TTTGTTTTTC TGTTTTTTTT TTCATATTTG TTTATTTAAT GTATGTGAGT ACACTATCAT 
   23461  ATTTTAATAT ATCATATTAT ATATTTTTCA GATAAACCAG AGGAGGGCAT TGTATCCCAT 
   23521  TACAGATGGT TGTAAGCCAC CATGTAGTTG CTGGGAATTG AACTCAGGAC CTTCTGGAAG 
   23581  AGCAGTCAGT CCTATTAACT GCTGAGCCAT CTCTCCAGCC CGACAGGAGA TATTTAAAAA 
   23641  TATTTACTTA GTCTCTATGT GTGTGTGTGT GTGTGTGGGG GGGGGTGGCT CCCAGGTGCC 
   23701  AGAGCATGGG TGTGGAGGTC AGAAGACAAC TTGTAAGAAG AAATCTGTTC TGTCTTCTAC 
   23761  CACGTGAGTT CCTGTGATTG ATCAGGTTGT GTGAGACTGA GCCACCTTCC TCATCTAACA 
   23821  AACACATCCC CCCCCAACAA ACACTCTTAA ATACTCTTCT TATATGTTCT TCCTGTGAGG 
   23881  CCAAATAAAT AGTGCATTAG TTCCCTAGGG TGCTGTAGCA AATTGCCACA AACTAGACAT 
   23941  CTTAAAACAG AATTCTTTCT GATAATTTTC TAGGCTACAA GTCACAAATC AGGGTTTTGA 
   24001  TGGAGCCGAG TTTGCTCTGA GGGAACTAGG AGAGAATTGG TTCCTGCTTT TCCTCTCCTG 
   24061  GTGGTGTCAG AAATCTTTGT GTATTGGCAT GTAGCTGCAT CACTGCAGTC TTTCTTTATA 
   24121  TGGCTTTCTT CCCTGTCTGC CTCTATGTTT TCCTCTCTTG CCTAGTGTGG TGGCATGTAG 
   24181  CATTTAGAAG AGGTGGAAAC ATGAGGACCA GGAATTCCAA GTCATTATTG CCTGTGTAGT 
   24241  GAGTTTGAGG CCACCCCAGG TTATGTGAGC CCATCACAAA TAAACAAAAA GTAAGTAAAT 
   24301  ATATTTCTCT CTTTATAATG ACCAGTCATC AGGTTATGGC TCATCCTTCC ATATTGTGAC 
   24361  ATTAACCATC AGTGTGAGTT TATTATAAAC TGATTACATG TTCAAACACC CTGTTTCCAA 
   24421  ATTAAGATGC ATGTACAACT TTGTGGGGGG CATGAATTTG GGTCAAACAC TAATTAAACA 
   24481  ATACATATTT AAACAATACA CTGTAAATAC ACTGTAAAAA TCATACATCA GTTAGAGTAG 
   24541  TAGTTCAGTT GTTTTACCAC AATTAAAAAA AATGTTTATT TCATGTGCCT TGGTGTTTTA 
   24601  TCCACTTGTG TGAGGGTGTC AAATCCTCTG GAACTGGAAT TACCAACAGT TGGGAGCTGC 
   24661  CATGTGGGTG CTGGGAATTG AACCTAGGCC CTCTGGAAGA GCAGCTGATG CTCTTAACCC 
   24721  CTGAAGTAGC TCAGTTATAT AATTTACGAT TGGCACACAA GAGACTCTAC GCTCAATTCC 
   24781  CAGTACCAAC AACACAAAGC AAAAAGATAA AAAAAATTTG TACATACCAC TGCCTAGATT 
   24841  CTGTTTTAGA AACTTAGCAT ATGTGTTTTA TCATACACCT ATCTTTGTAG CTTGACATTA 
   24901  GTTCAGTTCC TCCTAAATCA GTGTTTTTCA GTGCTGCAAT CCTTTAATAC AGTTCCTTAT 
   24961  ATTGTGTTGA CCCCAACCAT AAAATTATTT ATCATTGCTA CATTATTTTA ATTTAATTTT 
   25021  TGCTAGTTAT GACAGTTGAT ATGCAACTCC TGTGAAAGAG TCGTTTGACC CTGAAGGGGT 
   25081  CGTGACCCAT AGGTTGAGAA TCACTACCTT AGGTTAATCA GCATATATGT TAGGAGAGTT 
   25141  AAAGATTTAG TTGTAGTATT TCTTGAACTT ATTTGTAAAG ATAATCAACA AGACTAATAA 
   25201  AAATGGCACA GAAAGTGAGT TCCAGGACAG CCAGGGCTAC ACAGAAAAAC CCTGTCTCAA 
   25261  AAAACAAAAC AAACAAAAAA CAAAACAAAA AAAAAACAAA CCAAAACAAA GCAAAAATGG 



   25321  CACAGAATCC GAGCAGTGGT GGCGCACACC TTTAGTCCCA GCACTTGGGA GGCAGAGGCA 
   25381  GGAGGATTTC TGAGTTTGAG GCCAGCCTGG TCTACAGTGT GAGTTCCAGG ACAGCCAGGG 
   25441  CTACACAGAG AAACCCTGTC TCGAACTCCC CCCACCCCCA GCCAAAAAGA CCAGAAACAA 
   25501  AAACAAAAAC AAAAAAATGG CACAGAAGTG TAGGCAGGTT TGGTGGCTCA CTGCTGTAAT 
   25561  CCTAGCACTT GATTCAAGGT TGAGGTTTAC ATAGTGATTT TGTTCAGACC ACAACCCTGT 
   25621  TTCAAAACAA AACCAACCAA CCAAACAACA AAATCCAGAA AAGTCTCTAC ATGTGTTTGT 
   25681  GCTGGCAACT TCCATTTTCT GACTCTAGCT GTCAGTTCTT CCTCTAGTGC AAATCACAAG 
   25741  GAAGGATAAT CCCTTTGGAG TCCCCCCCTA ATTTACAGTG GGATTGCCCT TGTCTGTTGG 
   25801  CAAGTGATGC TTAGTAAAAA GAAACAGTGT TTTGCTCTGA CAGATTTTGC CTGCCTTTTA 
   25861  AGTGCCAAAT GACACTGACA TTGTTACTTA TGTTGTCCAT CAGACTCGGC TGCCAGAAGG 
   25921  GAGGGTTCCC TCGTCCCCCC TGTTCTGATA CTACATCTGT TCTCTTCTCT AGACTGTCCT 
   25981  CCATCCTGCC CATTTTAACA CCTGGCTGGC GTTCCCCTGA TGGTGTGGTG GAGGTGGACC 
   26041  CTTTTTTTCA TTCAAAGGGA GTGCATTTTC TCTTTTATAC CAGAGGGAGG GTCTATCTTT 
   26101  AGGAAAAAGA CTCCAGTATC GCGATTTTAA GCAAAAAGGA CAAAAACAGA AAAAGGCAAA 
   26161  TACAGCATGA GACGCTGTAG AATCAACCCG ACTGGCTGAA CCAAGTAGCA GCCTGTAGCG 
   26221  CTCGATCCCG CCTCCTTTCT CATAAGGAGC GTGCGCGACT GGAAACACGT ACAGCCAACC 
   26281  AGCGAAAAGG AGTGGTCATG AGTGCCACTC ACTTGGCCCA ATCACAGACG AGTATGTGAG 
   26341  AGGGCCCCTC CCAGATCGTT GAGGGCGGGG CTTGGGCGGA GGTGCCGGTC ATCTGATCTG 
   26401  CAGTGGCTTC AGAGGCCCAG GCACTCACTG AAAGCTGAGG CTATGATGGC GGCAACAGTG 
   26461  GTATCTCGGA TACGGACGGG GACAGGGCGG GCTCCAGTCA TGTGGCTGTC TCTGTCGTTG 
   26521  GTGGCAGTGG CAGCAGCAGT GGCCACGGAG CAGCAGGTGC CACTGGTACT GTGGTCGAGT 
   26581  GACCGGTGAG CGGGCAGGGA CAGGCCTGGT TGGGCTGGCC GGCTTGGCTG AGTTGAATCG 
   26641  GGCCAGGTTG GGTTTGGGAG TGCCATGCGG TGCGCCGCGG TGGATGAGTC GCCTTTGCTG 
   26701  AACTCCAGGG CTGTCCTTGG CCAGAGGCTT CGAGGCCCAG ATGGAGATTG TCTTTTATTC 
   26761  AGGGACTCGC TTCATGACGG CGAGCGTTCA GATCTCAGGG CCTTGCATGT GAAGCCAGGA 
   26821  GCCGATAGGG TTAGGATCTC AAGCAACGAA ATCAGGTCTG ACAGTCCCTA TTCTGTCCAC 
   26881  TTCCAGGAAT CTGTGGGCTC CTGTGGCCGA CACACATGAG GGTCATATCA CCAGCGATAT 
   26941  GCAGCTTTCT ACCTACTTAG ACCCTGCCCT GGAGCTGGGT CCCCGTAATG TACTGCTGTT 
   27001  CCTACAGGAC AAGGTGAGTC TGTTCTAGCT TGCTATGTCT TTGTCCAAGG AAAGCTGACC 
   27061  CCACCCCACC CCTACTGCCC GTTCCATAGG TGAAGCTGTA GTGACCTCCT TCCACCTGTA 
   27121  GGCAGGTGTG GCTAGATTTT TGGAAAGATA TGTAGGAGAA GCTTCAGTGG GAACAGTAGA 
   27181  CCCACAGAAA CAGCAGGGAC TTGATTTAAG GAAGCAAGGG ATTAACTGGG CAGTGGTGGC 
   27241  ACACTCTTTC AATCCCAGCA CTTGGGAGGC AGAGGCAGGC GGATTTCTGA GTTTGATGCC 
   27301  AGCCTGGTCT ACAGAGTGAG TTCCAGGACA GCCAGGGCTA CACAGAGAAA CCCTGTCTCG 
   27361  AAAAACCAAA AAGAAAAAAA AAAGGAAGCA ATGGATTAAA GACCAGATAC CTACCTAGTA 
   27421  CTAAGCATTA CTTTCTGATG TCCTATACTG TGGTGGAAAT TACTACTCAG TTTCACAGAT 
   27481  GAGAAGACTC ATTTTGGGAT AAGATCAGTG ACTTGCCCAA GGTTTCATTT CATTCATTCA 
   27541  TATATATATA TATATATATA TATATATATA TATATATATA TGTAGTATAT ATATATATAT 
   27601  AATAGCTAAT GGTTGGCAGT AATAGGAATA ACTGGAAAAT GACCTTTTAT TTAGTCTGGT 
   27661  ATGTGCATTC TATTCAACTG ATATCATTAT CTTGTTTTAA CTGCTAAGGA AAGTAATGTT 
   27721  GAAGAGGTAA AATGAATTGC TGAATTGTGA TTTGCACAAT ACACTACTTC CAGCCTGAGG 
   27781  GTATCAGACC TGTCCTTCAG TTTTGTGCTG AGCCAGCATT CTATTTTCCT TTCACTCCAG 
   27841  AGGTCTGCAC CTAGAGCAGG AGTATGAACT ATGAGAAGGT TCTAATGTAG CATAAGATTA 
   27901  TTGTTCAAGA GGATGTCAAG TCTCTGCTTG TCCCTTCCTC CATAGTAGCC TGACTAGCTC 
   27961  TTTCTGTTCT TGCTTTCCTT CAGTTCCTGT GTCGGTGGTA GTAATTGTGC TGGTTGATAG 
   28021  TCCTTTCAGA AGATGGTAAA TAACAGGTCA GACCAGAACT CAGTCCTATC ATTTTTCAGC 
   28081  CTTTGAGCGC ATGAAATAAT CTTTGTTAAC CATACTTTTC TGTAAGTGCA AAATGAAGAT 
   28141  ATCCACCTAT ATCAGGAGTC TGCGAGAAGT ATTCTACATA AGTCATCTAG CCACAGTCTC 
   28201  TCAATCTTAG GACATTTCCT TTTGACAATG GTGGCGTGCT TGCTATGTGT TTGGAAGTAT 
   28261  AAACATTCTT GTGAAGGCAA GTGGCTAAGA GCTAAGTTGG TACATGTTTA TGATACCAGT 
   28321  CTTTTTAGTC TAGAGAAGGG AGCAGGCTAA GACAACACAG TAAGGACACT GTTTTAGGTA 
   28381  ACAGTGAGAT CAGGCAGGGT CTCTGGAGAT AACATCTTAT TGGCAGGAAG GAGTCATGTG 
   28441  ACTTTTGAGG CAGGCCATTA CTGGCAGGAG AACTGCAGGT GTAAGGGCCC TGGGCAAGGG 
   28501  AGTGTTCTTA ATCAGTTCTA GGGGCTGCTT GTGAGACTGG AGCCTAGTAT GTGATTGAAA 
   28561  GGTTAGGAGA TGATCCGCTA GGTCACCTAG AGATGGAGGA AATGCCACAA GGGGAAAGGT 
   28621  TGGTAGGAAG ATAGCAAGCC TTGCATAGGT AGCACAGAAT ATAGGAGAGG AACATAGGAA 
   28681  AGGAGACTGG GCTTATGTAT AGTAAACATA ATGAGTTTAG GGAAGCTGGT TAAGATTGCC 
   28741  TCTGGGCCTA ACTGGGAGAA GCCAGAGGAA GCTAGCTGGG GGTTGAGGGA AGGAGGAGTG 
   28801  AAAACACTTT TAGGTTGTAG AGAGAAGGGC ATGAGATTGG CATTGCCAGG GTCCTGAGAG 
   28861  CTCCGAAATC TGTTTCCCCC ATTTTGTTCC AATATCTTCC TCTCCCCTCA CTCTTTTTTT 
   28921  GTTGTTGTTG TTTTGTTGTT GCTGTTGTTG TTGTTTCAAG ACAGGGTTTC CTCTGTGTAG 



   28981  CTCTGGCTGT CCTGGAACTC ACTCTGTAGA CCAGGCTGGC CTCAAACTCA GAAATCCGCC 
   29041  TGCCTCTGCC TCCCGAGTAC TGGGATTAAA GGCGTGTCTC CCCTCATTCT TAACAACAAT 
   29101  GGTGGGGCAT GGACTTCCTC CTTTGAAAAG GATCCTGCCC AAACTGTATA GAGGTTCATT 
   29161  TGCTCTGACT TCTACTTCCC TCTTTAGAGG CATATAGTAA TTGTTCTTTG CTGTCCTCTT 
   29221  CCTGTTCTCT AACTTCCCTC TTCCTCCCCA GTTCTTCTTG CTGCCTGACC CTTGTTTTGT 
   29281  AGGTTATCAC AAACCAGCTG TACATAAATC TCTCAACCCT ATGATCACCT TCTATATCTT 
   29341  GTCATCATGC CCTCAGAGTG CTGGGAGAAA AGAGTAAGCC TTCCACTCAC CTCCACCACA 
   29401  AGTCCTGATG GTTCACTCTT TTGTTAGCCT GGAGAATCTC CCCTCCATGT CCTGGCCCTT 
   29461  GGTCTTTGTT CCTTGCCCAG CCTCCTAGGA CATCTCTTCT GCTTTCCTTT TAGCTAAGCA 
   29521  TTGAGGATTT CACAGCATAC GGTGGTGTGT TTGGAAATAA GCAGGACAGT GCCTTTTCTA 
   29581  ACCTGGAGGT AAGGGTCTGC TCACAGCCAA AAGGAAAGAC AATACATTCT GTGTTCTCTC 
   29641  CCAGAGAGAG GACCAGAGGC TTTGAGGGTA GAGGGCTTGG GATGTGACTG TCAAGGCTTG 
   29701  GAGATATGGG ACATTTACTT TCTGACTCAT TCTGGGATCC AGTCCCTATG GGGTGTGGCT 
   29761  TTCCAGGTGA GGTTTTAGTG GTTATTATAA GATCCACTGA TCCCTGGCTC ACTTTGCCTT 
   29821  CCACATCTTC TCTACCATCA GAATGCCCTG GACTTGGCCC CCTCCTCACT GGTGCTTCCT 
   29881  GCTGTGGACT GGTATGCAAT CAGCACTCTG ACCACCTACC TACAGGAGAA GCTTGGGGCT 
   29941  AGCCCCTTGC ATGTGGATCT AGCTACCTTA AAGGAGCTGA AGCTCAATGC CAGCCTTCCT 
   30001  GCCCTGCTGC TCATCCGTCT GCCCTACACA GCCAGGTACA GCCTAGGTGG CATGGCTTCC 
   30061  AGCCTCTAAC CTTGCACCTC AGATAGGGGT AAGATCCTGG GATCTGTTGG TGGCAGAGTT 
   30121  CAATCAAAGA TGACAGTATT CTCCTGTTCA CTACCTTGGG ACTCTTACAG AAAGTTCATT 
   30181  TTATGCCAAG AAGTGACAGA AAGGACCTCC TGTCAGGTTG TGACTTACAA GTATTCACCA 
   30241  CTGAGTTAGG CCTATTGGGC CTCCAGAAAT GAGAAAACTT TGTTACCACT AATGCCCACT 
   30301  TTATAGGACT GTAGACATAG TTGCAAATAG GGGAAAGGGG AATAGGATTC CAGACAGGGG 
   30361  TACTGAAGCA AATAGAGGTG TGGAAGTGGG AATAGCTGTT GCTGAGCTAA GTGTCTGCAT 
   30421  GACAGAGCAG CAGATGAAGT CCACAGACTT AGTAAGTGGG GCTAGTAGGA AGGGAAATGT 
   30481  TAGAAGGGCT GAGAGAAAGG TAGTGAGTTT CAGAGAACTG ATCCAGGCAA GCTATTTGGA 
   30541  TTTGAGAGCA GAGCAACCTG TGGGCCTCTC ACTTTTTTTA TCCATAGCTC CGGTCTGATG 
   30601  GCGCCCAGGG AGGTCCTCAC AGGTAACGGT GAGTGTGTTA CTGGAAAATT TATGTCCCCA 
   30661  TTTTGCCCTT GGGCCAGGAA AATAGAACTG GTTTCTCCTT ACCACAAGGT TGTCCCCGTT 
   30721  TCTCAGAGTG GCTGACAGCT GAGCAAGTAC ATCGTGGCTG GCTGCTTGGC CATGTTCTTC 
   30781  TGTAGTCAGC CCCACCTGAC AGAGATATCC AAGTGCCTTA TGACCCCCTG TGCAAGAGCT 
   30841  CCAAAATCTA GTTTTTGTAC AAGTACAATG AATCTCTGTA TTTAATAGAC CAGTAACATT 
   30901  ATGCAAAGTA CTTCTTTGTG GTAAAGGACA GTCCCATCTG CTGTGTAGAT TTTGAGTTCT 
   30961  CTGTATCACT ATATGTTCTG TTTACTTAGG TTTAGCTTGC CATCAGAGAG CTACAATTGT 
   31021  CCCCAGAGAG ACTGGCAGAG TATGTAGAAG GAGAAATACC TGTTTTTTAG AGGTCCTCAG 
   31081  TGGAAACTAA CAGCACTGAA TTCTCATAGT CTAGAAGGTC TCTGAATCAG ACAATGGGTA 
   31141  GTATTTCTCT AAGCAAGCTA CCTAGTGACT TGGCTCTCTG TTCTCTTGTC ACTCTTCAGA 
   31201  TGAGGTCATC GGACAGGTAC TGAGCACACT CAAGTCTGAA GATGTCCCTT ACACCGCAGC 
   31261  TCTTACTGCA GTCCGCCCTT CTAGAGTATG TACTCTTCTA GCAGGGGCCC TGGGGAATGA 
   31321  GGGTGTGAGG CAATGTGGTG AGTGTGACTA GAGATGAAGG GGTATGTCAC AGGCAGGATC 
   31381  TCTCAGGAGG CTTCAGTTTG GGGGATTAAT GGACAGAGGA TTGCTTCCTC CATCCATGGT 
   31441  GCCTTTTTTC ATTTTGCTTA TGAGCCACTT TGGGCAGTGT GATTGTTAGT TTAGGGAGAT 
   31501  GGAATATCAG GTCTAGGGAC TTTCAGATGG TATACAGGGT AACCAGTGGG GAAGGAATAC 
   31561  CAGTCCAGTG GATTAGGTTT TGTTTTTAGG GCTGTTGAGA GAAGGCTTGT TGGATGTTTC 
   31621  TACAGGTGGC CCGTGATATA ACCATGGTGG CTGGGGGTCT AGGTCGCCAG CTGCTTCAGA 
   31681  CTCAGGTGGC ATCTCCTGCG ATCCATCCTC CTGTGAGTTA CAATGACACT GCCCCAAGGA 
   31741  TCCTGTTTTG GGCACAAAAC TTCTCTGTGG CATACAAAGA CGAGTGGAAA GACTTGACCT 
   31801  CCCTCACCTT TGGTGTGGAG AATCTTAACT TGACCGGCTC CTTCTGGAAT GACTCCTTTG 
   31861  CCATGTAAGG GTTATAGGAA GAGAAGGAAG GGCTATCCTA TCACACATGG TCTTCCTGTC 
   31921  ACTGTGAGCT CAGTACAGGA CAAGGATGTG GGATTATGTT TGTGTGGTAT GTTCACCAAG 
   31981  GACATAGATG TCACAGTATC GCAGGGTGAT ATTGCTGGGA GGTTACTGGT GAGGGAGCCT 
   32041  CTTAAGAGTT TGGCCTTCTC ATGTTTTTTT AGGTATTGGT TGTTGGGTCC TGAGCTTTTA 
   32101  TTACCACATA GTCCCTTGGG ATCCTGGACC GTTTTTGAAC CCAACCCCTG GGACTGCATG 
   32161  TAGGCAAATA TCAAACCAAC TGTTAAAACC AGTCCTAGGT TTCCTACCCT TGAAACCTCA 
   32221  GCAGGCAGCT GAATAACCCC AAGAAGGAGG CCTAGGAACC AGAGGAAGGA ATCCTAAGTT 
   32281  GGAGATGTGA AACCTAATTG TTTCACAACT GCTCCTGATT TGCTTATGAC TGGAACTTTA 
   32341  CTTTTCCCAT ATGGTAAATG GGGACACTGT ATTGGCAGGT GACTATAAGG ATGGATCTAG 
   32401  GGCAGCTTAG GTTGGAGCCA ACCTGATGAG GACCTTCTTA AGATCCTTCT AGAGCCTGAC 
   32461  AGTACTCCTC TGCCTTGTTC CATAGGCTTT CACTGACCTA TGAGCCACTC TTTGGTGCAA 
   32521  CAGTGACATT CAAGTAAGTT CTGTTGGCTG AAGTTTGTCA GGGCTGGCGT GTCTTCACTC 
   32581  TGTTCTGTTC ATCTGACATC TCTGCATCCC CTGCCTCCCA GGTTCATTCT GGCTAGTCGC 



   32641  TTCTATCCAG TGTCTGCCCG ATATTGGTTT GCCATGGAAC GACTTGAAAT CCACAGCAAT 
   32701  GGCTCTGTTG CCCATTTCAA TGTTTCCCAA GTCACAGGAC CTAGCATCTA TTCTTTCCAC 
   32761  TGTGAGTACG TCAGCAGTGT GAGCAAGAAA GGCAATCTCC TTGTGACCAA CGTGCCCTCA 
   32821  GTCTGGCAGA TGACTCTTCA TAACTTCCAG GTATTGAAAG GGTGATGGGC CCCAAGCTGG 
   32881  TGGCAGTAAG GGGAGGGAAG AAGGGCCCAG AGAATCTCAG TATGGTTTGA GCATGTAGCT 
   32941  GAGAGTTCCA GCCTTGTGCA GTCTCTGAAG GTATAGATTA TTCATTGATT CCAGAATCCC 
   33001  AGCTCTTACT GTGTGTGGAA CCTTGTGGAA CCATCTGATC CATGTCAATG TGTCTCCTAG 
   33061  ATCCAGGCCT TCAATGTGAC TGGTGAACAG TTCTCCTATG CTAGCGACTG TGCTGGTTTC 
   33121  TTCTCTCCGG GCATCTGGAT GGGTCTGCTC ACCACCCTCT TCATGCTTTT CATATTCACC 
   33181  TATGGTCTGC ACATGATACT CAGCCTAAAG ACCATGGATC GCTTTGATGA CCACAAGGGC 
   33241  CCCACCATCA CTTTGACCCA GATTGTGTGA CATACACCTG AGAGGAATTG AGGGAGTATT 
   33301  GGTGTCTAGG TTGTCATGTT TCTGTTTTGT GACACAGTGG ATGGAAAGGT TTGTCCTCTT 
   33361  CCTACTATAG CATGAACCCT ACATACGCCA CCCTCAGTCT CTCTTGCTTC CTCTTTAACC 
   33421  CGGAGAGGGA CTCCCCTGTG GCTATCCCCC ATCTCTACCA ACAAAGTGTA TTCTTCATAG 
   33481  ATATTAGATA AATCTTCCAG GCTTCATCAT CAAGAGGGGA AGGGACCTTA ATTCTAGGGT 
   33541  CTCCCCTTTA CCCTCTCTCC TTATTTATTC TTGCCCCTCT GCTATTATTC CTTGCTGTTT 
   33601  ATAGTGCTTT TGTGTAGTAA ATGCTCACTC CCCAAGCTTT ATGGAGCTTC CAGCAACAGC 
   33661  CATGAACTTG AGGTTCCTTG AATTTGCGAG GTGTGGAAAG ACTACTTGAC TGTCTGTCCA 
   33721  GCTTAGCTGT TATGTTTTTT GGGGGGGAGG GGTGATGTGT TAAGAGTGAG TGGTACACTG 
   33781  GGGTTTATTT CTGTGGCCTG GGAAGGAAGA AACCATCACG AGGATTGGTG AACAAAGTGT 
   33841  GCTCACTGGG TTTCTGGATT ATTCCCATAA AGACTGCCTG TCAAGAGGCC GGAGGTGTGT 
   33901  GTGGGGGGTT GCTCTGTTGT TTCCTTCCTA ATAAAATAAA GACGTGTTGC CTTGTGTTGG 
   33961  GCTTCGTGTC ACTCATTTCT GCACTGAACA GTAGATTTTT TTTTCTTGAC TGAAGGGAAG 
   34021  AAGTGCTCAG ATGTAGTCCA GTCATGCAAG AGGTGAGAGA GGAAGGGTGG GAGGGTCTTC 
   34081  AGTAAGCTGA TACTCTTAAC AAACCTACTT AGAGTAGAGG CTTGTTACTT TTCCTGGCCT 
   34141  TGGGAGGAAT CCTGACAATG GTAGCTCCGC TACTGTGCAA CAACACACAG CAGGGCTTCC 
   34201  ATACCTTGTG TTTCTCCCAG GGGGCGGTAC GGGAGCGCGC GGGGCGGGGC GGGGCGCGCG 
   34261  CGGCTCCCGC GCAAGGATCT TTCGGAGGAC TCAGCACCTG CTGCCGGCCT GCCCCGCCCC 
   34321  GTATTTTTCT GGGCTCACGA AGAGCCCCGA TAACCCCTGC AGTCATTCTG GTGCTGGGAC 
   34381  CCAGGTGACA GAAGCCCTCC CAGAAAACAA GCAAGGAAAT GATGACTGGT TGGGCGGGGC 
   34441  GGGGCCAGCG GAGAGAGAGA GGGACTCATT AACGCTGCGT AGGGATCAGG AGACAACCGA 
   34501  CAGACGCCAT CTTTGGTTCA GTGCGGCGGC AGTGACAGAA GCAGCGGCAG GGGCAGCAGC 
   34561  AGCAGCGGCA GTAGCAGCAG TAGCAATAGT AGAGGTAGTG GTAGCGGCTG CTGTGGTGAA 
   34621  GGAGGAGGAG CAGAGCGGAC GCTGGTACCA AGGCCTGATC ATGGATGAGG AATACGATGT 
   34681  GATTGTGCTG GGGACAGGTC TTACCGTAAG TGCCACTTCA GGCTCTCATA GCCCTGCATC 
   34741  ATGCCATCCC TCCCCACCCC ACGCCATCCC TCCCCACCCC ACTCCATCCC GCATTGATGC 
   34801  AGAGTCCGGT ATCCGATCCA TCCTCCCATC ATCCTAGCTC CAGCCCTGGG AAAACCAACC 
   34861  CCATGCCCAA CCCACTACCT CACCCTAGGA TGTCGATTCC AGTTCCCAAT TCTCTGTAGA 
   34921  GGGCCCCACT TTGTCCTGTG TTCCTGCACT CTAGTACTTA ACCTCAGACC CCTATTCTTC 
   34981  CCTATCTCTA TCACCGAGGT GGAAAACTCA CCCCCCCACA CACACAGTGG AACCATTGCA 
   35041  CCCAGCCCCC ACCCTTTGCC TGAACTCATC ACCTGCTCCA AGGCCTTGAT TAGCATCCCT 
   35101  TACCATCTTG TGATCAAACT AGGGGATGGA ATATGAAGAT GGGTATGGGG ACATTACAAG 
   35161  GGTGGGCCCT CATCATGCTT TTCTGCTTTT TGGGATGGGA TAGGAAACCC ATGGAATGTT 
   35221  CCAGAGACAG CAGGAGTGTG TGTGTGGGGG GTGTGGGGGG GGGGTAGTGA CCACTTTACC 
   35281  TCTGCCCCAA CTTGGTTTCC CATGGAGATC TCAGACTGAA TATATATCCT CAGCCTTTGT 
   35341  CCTTGGGTTA GTGACTGACT GGTGAGGGTG TTTGTCTCTT CCCTGCCCCC GCCCCCCCCA 
   35401  ACCCCCACCC CCGGCCTAAA TCTTTTTAGT TTGAACCCTG AGTCTAGACC AGTGGATAGG 
   35461  GCCAGAAGAG AGTCAGGGGC TCCTGCCCTT TGAAGGAGGA GCAGGGTGGG GCCTGGGATT 
   35521  TCAAGGACTT GGCCTTCTCT TTCAAAGGTC CTTTGAATTG GTTCTTCTTG TAGACTCATT 
   35581  GTCTTTTTGT GGGCTCAGAG AAGTAGATAC TTCTCTTGGC TTGTTGATGC TGGAAGACTT 
   35641  GGAAGCTGAA AGCTCTGCCC CCCAAACCTC CTTTAATGCT CCAGTAGTTT ACTCAGCAGG 
   35701  GTTGTAAAGG AAACATCATA TGAAGCCATC TTCTCCTCCC CAGTTTTAGG CACTGAAAAG 
   35761  AGCTGCATTA TAAAATTGGT GGTGGGCATG AAGCAAGTTG GAGGGTTATG GGGTATAGCT 
   35821  GCAAATGTCA CTCCTTCCCC AGGAATGCAT CCTGTCTGGC ATCATGTCTG TGAATGGAAA 
   35881  GAAGGTGCTG CACATGGACC GAAACCCCTA CTATGGGGGT GAGAGCTCTT CCATCACACC 
   35941  CCTGGAGGAG GTAAGATTTC TTATTCTTAG ACCTGGGCTT AGACCCAGAT CCTTGTTAGT 
   36001  CTTCCACATA GGTATAAGGG GGCGAAGTAA TTCTCAGGTA CTGGGCAGGA GAGTGGGAAA 
   36061  GGGCGACAGG TCCTTGACAT TTTTCTTTCT TTCCTGTCCT GCTTACAGCT ATATAAGCGC 
   36121  TTTCAGATAC TGGAAGGGCC CCCTGAATCA ATGGGCCGGG GCCGAGACTG GAATGTTGAC 
   36181  TTGATCCCCA AATTCCTCAT GGCCAATGGT GAGAGAGATT AAAAAGATGC TGTATATGGT 
   36241  TTTGGGGGTG GTGAGTGGGA AGACGGAGTG GGGAGAGATT GGTCAATCTC AAGAATATGG 



   36301  TCAGTCAGAC TACTGAGAGT TTTTGAAGGA AAACACAACA ATGTCCCTTA TTTCCTCTGG 
   36361  ACACAGGTCA GCTGGTAAAG ATGCTACTAT ATACAGAAGT GACTCGATAT CTGGACTTCA 
   36421  AGGTGGTAGA GGGCAGCTTT GTATATAAGG GGGGCAAGAT CTACAAAGTG CCATCCACCG 
   36481  AGACTGAGGC CTTGGCTTCT AGTGAGTATG AGTCTCCTTA ACCAGAGAAT AATGGGGCTG 
   36541  GATGAGACAG ACTATTTTCA GGACAGTTAG GCAAAAGGCT CATCTTTGCC TGAAACTAAT 
   36601  CTTAGCTCTG TGTAGTCCTA GAGGACCCTT ACTTTATAGT GTATTGATTG GACAGTGCTA 
   36661  CCCATCCTGG CAAGTTGCCA GAAAGTTCAC AGAACAGGAT TCCTTTTTGT CAGAGGGCCT 
   36721  ACTTGCCCTG TAGCATCCCT ACGTGGAACT AGAAGGGTTT CTTCCTACAA AAAGAAAATT 
   36781  GAGATCAAGA AGGGTGGGGT AGTGTTACAT GATAGAGTAT TGGTGGGAGC CAATACTCTA 
   36841  CATTACATAC AACCAGCTTT CTTGGCCTGC TCTGGTGGAA AGAGGAGTTC TATGTCCCAG 
   36901  TAATGCTAAG GGTCTTCTCA ATACCTTTCT TTCAGATCTG ATGGGCATGT TTGAAAAACG 
   36961  ACGCTTCCGA AAATTTTTGG TGTTTGTGGC AAACTTTGAT GAGAATGACC CCAAAACCTT 
   37021  TGAGGGTGTT GATCCCCAGA ACACCAGCAT GCGTGATGTC TACCGGAAGT TTGACCTGGG 
   37081  TCAAGATGTC ATAGATTTCA CTGGCCATGC CTTGGCGCTC TACCGCACTG ATGAGTGAGG 
   37141  GGAAAGCTGG CTGGTGATGG GAGCCCCTTC TCTGGCTCAC ACCTTGCCCT CCCCACACCT 
   37201  GCCTATTGTA CCTACTGCCC ACCCTGCATG TCTCTTGTGC TCAGCTCCAG ACTCACCTGT 
   37261  TCCATTTCAG TCCCTCTCCA TTTGACCCAC ATCTTTGCCA GGTCACAAAG GGTGGTGGGA 
   37321  AGGTTGGCTG GTGTCTTTGT AGGTGAGCAA GGATGCCGCT GCCAAAGCAT CTTCCTTGGC 
   37381  TCTTGTTCCC CAGCTACCTG GATCAGCCCT GTCTTGAGAC TATTAACCGC ATCAAGTTGT 
   37441  ACAGCGAGTC CCTGGCCCGG TATGGCAAGA GCCCCTATTT ATACCCACTG TATGGCCTGG 
   37501  GTGAGCTGCC CCAGGGCTTT GCCAGGTGAG GATCTGTCTT TTTCGGATAG TATTACTAGT 
   37561  AAGACTAAGG CCAAGAATGA AAATTACCTT GAATATTTTT GAGGCATCTC CTACTTTCCC 
   37621  ATCTAATTTT CATGTATATT ATTCCATCCC TGGGTAATGG GGGCACTGCG CTAGTGCATT 
   37681  AAAAAGCAGA GTAGAGGCTG GAGAAATGGC TCAGCAGATA AGAGCACTTG TTTATACCGA 
   37741  GGATCCAGGT TCAGTTCCAA TGTGAACATA CATGGTAGTT CACAACCACC CATAACTCCA 
   37801  GTTTTAGGGA ATCCAAAACC TTCATCTGGC CTCCACAAGC ATCAGGCATA CATGTGGTGT 
   37861  ACAGACATAC ATGTAAATAA AACACACATA TGAATAAATA AATATAAAAA TTTATTTAAA 
   37921  AAATAGATGA AATACAAAGT AAAGGACTAG GTCACCATGA ACATAGCTTC CCTTAGCTCT 
   37981  TGGTAGTACC AGGTCTAAGT CTAGGACCCC AGAACCTTGA GTCTGGGCTT CCCTGGGAGC 
   38041  TGGCTCTTTT ACTGACAGTT CTTTATTCTT GACTCCTGGG CCATTTCTGT GTGGAGCTAC 
   38101  TCCTTCATGC TGCCTTCCAT TGACCCATTT GCAGAACAGA GTATTATGGA TGGAAACAGC 
   38161  AGAGAAGAAG GAATATGCCA AAAATGGGCC CAAATTTATG GGGGAGACAC CTGAAACAGT 
   38221  TGGAATTGAA CTCTGTCTAC CTGTGTAGTT TCTTTACCCC ACTGGTGGGG TGGGGAGAGT 
   38281  AGAGTAGGAT CGGTCACCAT TCTCCTGAGA AGACTCCCTT GTCATTTTCC TTACTATAGA 
   38341  TTGAGTGCCA TCTATGGGGG AACATACATG CTGAACAAAC CAGTGGATGA CATCATCATG 
   38401  GAAAATGGCA AGGTGGTGGG TGTCAAATCT GAGGGAGAGG TAAGCCTGCC ATATACATTT 
   38461  GTATTACCGT GGTTTGGTCT TTTTCAGGGC TATGTTCTTA GGGAGCCTTA TTACTGGTGA 
   38521  GTTTGCTGCT GCTTAACCCT GAGAAGCTTA CAGCTAGGGA CTGGGTGGTC AGGGAAACTC 
   38581  TACATAGTTA TTCCTGTTGG CAAGAAATAC CCTTCAAAAT GCCAGGTGTA ATGGCACACA 
   38641  GCTGTTTTCC AGTACTTGGG AGCCAAGGCA GATGAATATA AATCAATCAA GAAGTATCCT 
   38701  TCAGAAGTCA CATATTTTGT ATTCCTGAAA GTATTCTTTT GGAAAGGGTG CCCTGTACCC 
   38761  CGGGCTGGCG TCAGATGTTG AATGTAGCTG AGGATGAACT TTTAATCCTT GTGCTTCCAC 
   38821  CTTCTTGATG CTGGATTACA GGTGTGTGTC AAGAGACCTG CTTTATGCAT TGCGGGAATC 
   38881  TAACCTGGGG CTTTATGCAT AACAGGCAAG CACTCTACCA ACTGAGATAA CATGCCTCCC 
   38941  CCCAACCATC CTTCAGCCTG CTGTGGTGGG GCATGAGAAT TGAGGCTGCT AGTGAAGAAG 
   39001  ATCCTGAGGT TGAGATTAGT TTGGGTCAAA CAGTCTCAAA TAAAAACTCC AGCAGCAGAA 
   39061  AAAAAAAAGC CCATTTTTGT GATCATTGTG TTTTAGCAGT AGGGTCACCT AGCCCTGTAT 
   39121  ATGAGGGCTG ATCTCTCT 
// 
 


